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Consensus = |mmmmmm——e————- GATTACTTCCARGCCG----ARGCARAGAAAGTCCTTARATA--TGATGCAGT ---AA-GARAT-A-~~-~~-~~ TAAGGCTAAGATAT-GTACATTARGTTGARATGATG-TG--TATCAACTA--TGTGGATTARGCTAGRAGCGAATCACTAGT.
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31Sequences 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540

Pknowlesi.seq
Pmalariae.seq
Povale.seq
Pyoelii.seq

Slide 52_clonel.seq
Slide 53_clonel.seq
Slide 53_clone2.seq
Slide 55_(:101’!&1.3&(1
Slide 56_(:101’1&1.3&(1
Slide 61 _clonel.seq
Slide 61 _clone2.seq
Slide 64_clonel.seq
Slide 64_clone2.seq
Slide 64_clone3.seq
Slide 70_clonel.seq
Slide 70_clone2.seq
Slide 71_clonel.seq
Slide 71 _clone2.seq
Slide 71_clone3.seq
Slide T2_clone1.seq
Slide T2_clone2.seq
Slide 83_clone1.seq
Slide 86_clone1.seq
SlideBrazil.seq

185 PVX_079693.seq
185 PVX 088859.seq
185 PVX _096002.seq
185 PVX 097020.seq
Pberghei.seq
Pcynomolgi.seq
Pfalciparum.seq

ACCACATCTARGGAAGGCAGCAGGCGCG----TARATTACCCAA-TTCTARAGAAGAGAGGTAGT GACAR-GARATARCA-AT-ACAAGGCCAR-TC-T-GGCTTTIGTARTTGGART GATGGGAATTTARAACCTTCCCARARTT-CARTTGGAGGGCARGTCTGET
ACCACATCTARGGAAGGCAGCAGGCGCG----TARATTACCCAA-TTCTARAGAAGAGAGGTAGT GACAA-GARATARCA-AT-GCAAGGCCARATTTT-GGTTTTGCART TGGART GATGGGAATTTARAACCTTCCCAGARGG-CARTTGGAGGGCAAGTCTGET
ACCACATCTAAGGAAGGCAGCAGGCGCG----TARATTACCCAA-TTCTAAAGAAGAGAGGTAGT GACAA-GARATARCA-AT-ACAAGGCCATTTCAT-GETTTTGTAART TGGART GATGGGAATTTARAACCTTCCCAAAATT-CARTTGGAGGGCAAGTCTGET
ACCACATCTARGGAAGGCAGCAGGCGCG----TARATTACCCARATTCTAAATARGAGAGGTAGT GACAA-GARATARCA-AT-ATAAGGCCARATT-T-TGCTTTATAATTGGART GATGGCAATTTARAACCTTCCCARARAT -CARTTGGAGGGCAACTCTGET
———————————— GATTACTTCCAAGCCG----ARGCARAGAMAGTCCTTAAMAT--TGTTGCAGTTA-ARACG GGAGTTTAAGGCAA-CAACAGGGGCTTTARAAT----TG--TATCAGTTA--TGTGGATTAAGCTAGAAGCGAATCACTAGT
———————————— GATTACTTCCAAGCCG----AAGCARAGARAGTCCTTACTTC--CAAGCCGAAGARAGCARAG------TCCTTACTTCCAAGCCGAAGCARAGARAGTCCTTACTTC--CAR-GCCGAMGCA---ATACCTCCAGCTGTTTGACAATCACTAGT
GAGTTTAAGGCAR-CAACAGGAGCGTTARRAT-~--TG--TATCAGTTA--TGTGGATTARGCTAGAAGCGAATCACTAGC
———————————— GATTACTTCCAAGCCG----ARGCARAGAMAGTCCTTAGRAC--TTAGATA ———— C-----CCAGGTAA-TTTGATCGGCTTGGAGE-----~----TATCAGTTA--TGTGGATTAAGCTAGAAGCGAATCACTAGT
------------ GATTACTTICCAAGCCG----ARGCARAGRMAGTCCITA BRICG GIGACGTAG-GCACAGICGITTTACRACGICGIG--TATCAGITA--TGIGGATTARGCTAGAAGCGAATCACTAGT
-CG CITCTAGCTTAA--TCCACATAACTGATACTTCGTATC-CACTTTGTGCGC-ATTTIGCTATTATGT-GTTCTITTAAT TAAAAT GATTCTTTTTAAGGACTTTCTTTGCTTC-GGCTTGGAAGT

------------ GATTACTTCCAAGCCG----ARGCARAGAAAGTCCTTARATCGGTGACCTA -TCAGCTAT-GTGGATTAAGCTAGAAG-----~-G--TATCAGTTA--TGTGGATTAAGCTAGAAGCGAATCACTAGT

——— -CG----CTTCTAGCTTAA--TCCACATAACTGATACCCT------ GITGITGC------- CTTARACTCCT-T-GCGTTTTAA-CTGCAACAATTTT----RAGGACTTTCTTTGCTTC-GGCTTGGAAGT

—— GATTCG CTTCTAGCTTAA--TCCACATAACTGATAC-======== GACGTTG========== TAARACGAC-T-GIGCCT--A-CGTCACCGATTIT-~---- AAGGACTTTCTITGCTTC-GGCTTGGAAGTAATCACTAGT
------------ GATTACTTCCAAGCCG----ARAGCARAGARAGTCCTTAAAAT--TGITGCAGTTA-AAACG GAGTTTAAGGCAA-CAACAGGAGGTTTARAAT--~--TG-~-TATCAGTTA~--TGTGGATTAAGCTAGAAGCGAATCACTAGT
------------ GATTACTTCCAAGCCG----AAGCARAGRARGTCCTTA AATCG GTGACGTAG-GCACAGTCGTTTAA~~=~~====G-=-TATCAGTTA~-TGTGGATTAAGCTAGAAGCGAATCACTAGT
------------ GATTACTTCCARGCCG----ARGCARAGRARGTCCTTARARC--TGITGCAGT TA-ARACGTA-~~-=~-=--=-AGGAGT TTAAGGCAR-CTACAGGAGCTTTAARAT -~-~-TG--TATCAGT TA--TGT GGAT TAAGCTAGAAGCGRATCACTAGT
—— CGATTCG CTICTAGCTTAA--TCCACATAACTIGATACC-=========== TIA-=—=——————— GATACCCT-G-GTAATTTIGATCGGCTIGGAAGTT----RAGGACTTICTITGCTTC-GGCTTGGAAGTAATCACTAGT
------------ GATTACTTCCARGCCG----AAGCARAGRARGTCCT TARATCGETGACGTAGGCACAGTCGTTTTACACGTCGTGCGTATCAGTTAT-GTGGATTAAGCTAGAAGCG----G--TATCAGT TA--TGT GGAT TAAGCTAGAAGCGAATCACTAGT
------------ GATTACTTCCARGCCG----ARAGCARAGAARGTCCTTAGARTA-TCAGGCAG--==================e—ee=TATCAGTTAT-GTGGAT TAAGCTAGAAGCG----G--TATCAGT TA--TGT GGAT TAAGCTAGAAGCGAATCACTAGT
------------ GATTACTTCCARGCCG----ARGCARAGARAGTCCTTAGRAC--TTAGATA —-—— C-----CCAGGTAR-TTTGATCGGCTTGGAGG--~~-----TATCAGTTA--TGTGGATTARGCTAGRAGCGRATCACTAGT
—— GATTICG CTTCTAGCTTAA--TCCACATAACTGATACCAC-===~-~ GACGTTG-======m—m TAARACGAC-T-GTGCCT--A~-CGTCACCGATTT~—~~~ AAGGACTTTCTTITGCTTC-GGCTTGGAAGTAATCACTAGT

GATTCG CTTCTAGCTTAA--TCCACATAACTGATACTTCGTATC-GACTTTGTGCGC-ATTTIGCTAT TATCT-GTICT T TART TARRATGATTCTTTTTARGGACTTTCTTTGCTTIC-GGCTTGGAAGT AATCACTAGT
------------ GATTACTTCCAAGCCG----ARGCARAGAARGTCCTTAGICC--T--TA AATCG GTGACGTAG-GCACAGTCATTTTACAACGTCGTGG-TATCAGTTA~-TGT GGATTARGCTAGAAGCGAATCACTAGT
---------------- ACTTCCRAGCCG----ARGCAARGARAGTCCTTARARA---GRATCATTTTAATTARARGARCACATAATAG---CAARATGC-GCACA--AAGTCGATACGARGTATC-AGTTA------TGT GGATTAAGCTAGARGCG
TITCARAGRATCGATATTTTAAGCAACG----CTTCTAGCTTAR--TCCACATARCT GATACTICGTAT C-GACTTIGTGCGC-ATTTIGCTATTATGT-GIICTITTART TARARTGATTCTITTTAAGGACTITCITIGCTIC-GGCTTGGRAGT

------ AGTARCAARATCTTCCATATGETT--ARGGTAAAGARGATTTTARARA---CARACACT TTAATTARAA AR ACGCTTGATAGG--TAGGATGC-GCACAG-AAGCCGARACCETGATIG-GCTCAACCCCTTGTGGATCTAGCTAACGECG--TTAIT

------ AGTAACAAGGACTTCCAAGCCG----AAGCARAGARAGTCCTTAAAAA---GAATCATTTTAATTAAAAGAACACATAATAG---CAARATGC-GCACA--AAGT CGATACGAAGTATC-AGT TA------TGT GGATTAAGCTAGAAGCG--TTGCTT

CATATTTTICAAT GATACAACAA AT AT AGGANATGT I GTACAAGCTTCACATA-CARATATAT--—-A---ACACAAGCCATTTTGCAT TT AR TAT T TTAT TTARRAATTTATCTTITITITAGACAAAAAAA R - - - ATARATARACATAAGAAARRTATATTALC,
ACCACATCTARGGAAGGCAGCAGGCGCGE----TARATTACCCAA-TTCTARAGARGAGAGGTAGT GACAR-CARATARCR-AT-ACAAGGCCAA-TC-T-GGCTTTCTAATTGGART GAT GGCARTTTARAACCTTCCCRARACT -CARTTGGAGGGCARGTCTGET
ACCACATCTAAGGAAGGCAGCAGGCGCGE----TAAATTACCCAA-TTCTARAGARGRAGAGGTAGT GACAR-CARATARCA-AT-GCAAGGCCAATTITT-GET TTTGTAATTGGART GET GGCARTTTARRACCTTCCCAGAGTAACAATTGGAGGGCARGTCTGET




