Additional File 2. Plasmodium vivax microsatellite marker panels used in global studies

	Reference
	Region
	Country (field site)*
	Marker Family§
	No. of MS markers†
	API
	Sample size

	1[]

	South America
	Brazil (a)
	2[]

	14
	>0.05
	25

	
	
	Brazil (b)
	
	
	
	50

	3[]

	Africa
	Ethiopia
	2[]

	12
	>0.05
	118

	
	Southern Asia
	Myanmar
	
	
	
	167

	
	
	Sri Lanka
	
	
	≤0.05
	140

	4[]

	Southeast Asia
	Republic of Korea (a)
	5[]

	4
	≤0.05
	29

	
	
	Republic of Korea (a)
	2[]

	9
	
	29

	
	
	Republic of Korea (b)
	5[]

	4
	
	58

	
	
	Republic of Korea (b)
	2[]

	9
	
	58

	5[]

	South America
	Colombia (a)
	5[]

	9
	≤0.05
	15

	
	
	Colombia (b)
	
	
	
	19

	
	
	Colombia (c)
	
	
	
	15

	
	
	Colombia (d)
	
	
	
	9

	
	
	Colombia (e)
	
	
	
	12

	
	Southeast Asia
	India
	
	
	
	67

	
	Southern Asia
	Laos
	
	
	
	71

	
	
	Thailand
	
	
	
	88

	6
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	Southern Asia
	India
	5[]

	3
	≤0.05
	38

	
	
	Myanmar
	5[]

	
	
	75

	
	
	Thailand
	5[]

	
	
	36

	7[]

	Southeast Asia
	Republic of Korea
	2[]

	10
	≤0.05
	87

	8[]

	Central America
	Mexico‡
	8[]

	6
	≤0.05
	238

	
	
	
	2[]

	3
	
	238

	2[]

	Southern Asia
	Sri Lanka
	2[]

	14
	≤0.05
	25

	9[]

	Southeast Asia
	Vietnam
	2[]

	14
	>0.05
	50

	
	Southern Asia
	Sri Lanka
	
	
	≤0.05
	8

	10[]

	Western Pacific
	PNG
	5[]

	3
	>0.05
	108

	
	
	
	2[]

	1
	
	108

	11[]

	Western Pacific
	PNG
	2[]

	1
	>0.05
	1118

	12[]

	South America
	Brazil
	2[]

	14
	>0.05
	56

	13[]

	South America
	Colombia (a)
	5[]

	3
	>0.05
	42

	
	
	Colombia (b)
	5[]

	
	
	16

	14[]

	South America
	Brazil (a)
	8[]

	3
	>0.05
	15

	
	
	Brazil (a)
	14[]

	8
	
	15

	
	
	Brazil (b)
	8[]

	3
	
	16

	
	
	Brazil (b)
	14[]

	8
	
	16

	
	
	Brazil (c)
	8[]

	3
	≤0.05
	11

	
	
	Brazil (c)
	14[]

	8
	
	11

	15
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	Southern Asia
	Sri Lanka
	5[]

	2
	≤0.05
	386

	16[]

	Southeast Asia
	Vietnam
	8[]

	1
	>0.05
	69

	
	
	
	2[]

	14
	
	69

	
	
	
	16[]

	1
	
	69

	17[]

	South America
	Peru (a)
	2[]

	14
	≤0.05
	15

	
	
	Peru (a)
	16[]

	1
	
	15

	
	
	Peru (b)
	2[]

	14
	
	9

	
	
	Peru (b)
	16[]

	1
	
	9

	
	
	Peru (c)
	2[]

	14
	
	39

	
	
	Peru (c)
	16[]

	1
	
	39

	
	
	Peru (d)
	2[]

	14
	
	31

	
	
	Peru (d)
	16[]

	1
	
	31

	18[]

	Eurasia
	Turkey
	5[]

	1
	≤0.05
	30

	
	
	
	2[]

	3
	
	30


* Total number of field sites can be concatenated to 35 sites, as there are instances of field site duplication between different studies.

§ Marker family defined as the parent reference for the first generation marker: A, Karunaweera et al. 2007; B, Imwong et al. 2007a; C, Joy et al. 2008; D, Rezende et al. 2010; E, Van den Eede et al. 2010a.

† Total number of microsatellite markers may have been more in published study, but only markers used in more than one field site were considered in this analysis.

‡ Multiple field sites, but endemicity not clearly defined. As a result, all parameters for each site were concatenated into one flat file.
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