Fe-superoxide dismutase: PF08_0071
Glyoxalase I:PF11_0145

1-cys peroxidoxin: PF08_0131
Glyoxalase II: PFL0285w

Glutaredoxin: PFC0205¢c

Glutathione reductase: PF14_0192
MRP: PFA0590w

Glutathione S-transferase: PF14_0187
Glutaredoxin-like protein: MAL6P1.72
Glutathione synthetase: PFE0605¢
Glutaredoxin: PFC0271c¢
gamma-glutamylcysteine synthetase: PFI0925w
Glyoxalase II: chr4.gen_37

MRP: PFL1410c

Glutathione peroxidase:PFL0595¢
Thioredoxin peroxidase: PFLO725w
Thioredoxin reductase: PFI1170c
Thioredoxin: MAL13P1.225

2-Cys peroxiredoxin: PF14_0368
Thioredoxin: MAL13P1.225

Protein disulfide isomerase: PF14_0694
Protein disulfide isomerase: PF13_0272
Endoplasmic reticulum oxidoreductin: PF11_0251
Protein disulfide isomerase: PFI0950w
Protein disulfide isomerase: PF11_0352
Disulfide isomerase: MAL8P1.17
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