Table 1. Details of proteins identified from figure 3

	Protein No.
	Accession Number
	Protein name
	Mol. wt
	PI
	Peptide identified1
	Score

	1. 
	AAP72014)
	Apolipoprotein H 
	37499
	8.37
	10
	145

	2. 
	NP_702487


	Glyceraldehyde-3-phosphate dehydrogenase
	37068
	7.59
	16
	127

	3. 
	P10988
	Actin-1 (Plasmodium) P10988
	42044 
	5.27
	12
	123

	4. 
	NP_001107609


	Erythrocyte membrane protein band 4.9 isoform
	43118
	8.87
	15*
	112

	5. 
	XP_001352096
	Phosphoglycerate kinase
	45569
	7.63
	15
	110

	6. 
	AAV38387
	Adenylate kinase 1
	21735
	8.73
	11
	108

	7. 
	CAB45236
	catalase
	59947
	6.90
	17  
	105

	8. 
	XP_001347854


	GTP-binding nuclear protein ran/tc4
	24974
	7.72
	23*
	98

	9. 
	C3HU
	complement C3 precursor
	188585
	6.02
	23*
	95

	10. 
	XP_001352093


	s-adenosylmethionine synthetase, putative
	45272
	6.28
	19*
	91

	11. 
	1K1K_B
	Carbonmonoxyhemoglobin C
	15970
	7.98
	12*
	88

	12. 
	NP_705453
	Elonation factor 1 alpha
	49156
	9.12
	18,  
	88

	13. 
	BAB17688


	Heat Shock Protein hsp70homologue pfhsp70-3
	71945
	5.90
	30*
	84

	14. 
	AAD29608


	Kappa 1 immunoglobulin light chain
	26181
	5.72
	12*
	78

	15. 
	XP_001350775


	Calcyclin binding protein, putative
	30547
	8.36
	10 
	73

	16. 
	1605217A
	Ig gamma 1
	25556
	7.18
	9
	71

	17. 
	XP_001347438
	Pf-hsp60
	62911
	6.71
	24*
	66

	18. 
	1XQ9_A


	Chain A phosphoglycerate mutase
	29891
	8.31
	23*
	57


 Note: 1.  * = phosphorylated peptides identified
