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DBL1  -------CKITVNHSDS---GKYDPCEKKLPPYD------DNDQWKCQQNSSD----GSGKPENICVPPRRERLCTY-NLENLKFDK---------IRDNNAFL------ADVLLTARNEGEKI 
DBL2  CDNKNQDECQKKLEKVFASLTNGYKCDKCKSGTS-----RSKKKWIWKKSSGNEEGLQEEYANTIGLPPRTQSLYLG-NLPKLENVCED--VKDINFDTKEKFL------AGCLIVSFHEGKNL 
DBL3  NESTDTNINKSETSCDLNATNYIRGCQSKTYDGKIFPGKGGEKQWICKDTI------IHGDTNGACIPPRTQNLCVG-ELWDKSYGGRSNIKNDTKELLKEKIKNAIHKETELLYEYHDTGTAI 
DBL4  -----------------------SLCYEKDNDMT------WSKKYIKKLE-------NGRSLEGVYVPPRRQQLCLY-ELFPIIIKN-----EEGMEKAKEELL------ETLQIVAEREAYYL 
DBL5  LYPLDRCFDDQTKMKVCDLIADAIGCKDKTKLD-------ELDEWNDMDLRG-----TYNKHKGVLIPPRRRQLCFSRIVRGPANLR-----------SLNEFK------EEILKGAQSEGKFL 
DBL6  EYDKGNDYIYDKGNDYICNKYKNIHDRMKKNNGN-----FVTDNFVKKS---------WEISNGVLIPPRRKNLFLYIDPSKICEYK----------KDPKLFK------DFIYWSAFTEVERL 
Pkα   MVINQTFLQN----------NVMDKCNDKRKR--------GERDWDCPA--------EKD----ICISDRRYQLCMK-ELTNLVNNTRTHSHNDI-TFLKLNLK------RKLMYDAAVEGDLL 
EBAF1 --GRNTSSNN----------EVLSNCREKRK---------GMK-WDCKK--------KNDRSNYVCIPDRRIQLCIV-NLS-IIK-----------TYTKETMK------DHFIEASKKESQLL 
EBAF2 ----------------------KFGCDKNSVDT-------NTKVWECKKP-------YKLSTKDVCVPPRRQELCLG-NIDRIYDKN------------LLMIK------EHILAIAIYESRIL 
                                 .                :                     :. *   *                            :                 :    
 
                             5                                                                                           5a        
DBL1   VQNHPDTN----------SSNVCNALERSFADLADIIRG----TDQWKGTN-SNLEKNLKQMFAKIRENDKVLQDKYPKDQKYTKLREAWWN-----------ANRQKVWEVITCGARSNDLL 
DBL2   KKRYPQNK------NSGNKENLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQNNFGKLFGKYIKKNNTAEQDTS-YSSLDELRESWWN-----------TNKKYIWTAMKHGAEMN--- 
DBL3   ISKNDKKGQKGKNDPNGLPKGFCHAVQRSFIDYKNMILG----TSVNIYEHIGKLQEDIKKIIEKGTPQ-QKDKIGG--VGSSTENVNAWWK-----------GIEREMWDAVRCAITK---- 
DBL4   WKQYNPTG----KGIDDANKKACCAIRGSFYDLEDIIKG----NDLVHDEYTKYIDSKLNEIFG--SSDTNDIDTK--------RARTDWWENETITNGTDRKTIRQLVWDAMQSGVRY---- 
DBL5   GNYYKEHK---------DKEKALEAMKNSFYDYEDIIKG----TDMLTNIEFKDIKIKLDRLLEK-----ETNNTK---------KAEDWWK-----------TNKKSIWNAMLCGYKK---- 
DBL6   KKAYGGA-----------RAKVVHAMKYSFTDIGSIIKG----DDMME----KNSSDKIGKILG------DTDGQN--------EKRKKWWD-----------MNKYHIWESMLCGYRE---- 
Pkα    LKKNNYQ----------YNKEFCKDIRWGLGDFGDIIMG----TNMEGIGYSQVVENNLRSIFG------TDEKAK--------QDRKQWWN-----------ESKEHIWRAMMFSLR----- 
EBAF1  LKKNDNK----------YNSKFCNDLKNSFLDYGHLAMG----NDMDFGGYSTKAENKIQEVFKGAHGEISEHKIK--------NFRKKWWN-----------EFREKLWEAMLSEHK----- 
EBAF2  KRKYKNK----------DDKEVCKIINKTFADIRDIIGGTDYWNDLSNRKLVGKINTNSNYVHR------NKQNDK--------LFRDEWWK-----------VIKKDVWNVISWVFK----- 
                                :.  : *   :  *     .          . .   :                           **.             .  :*  :           
 
                          6                               6a               7           8              9  10                        
DBL1   IKRGWRTSGKSDRKKNFELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTREDHKSKEGTSYCS----------TCKDKCKKYCECVKKW------------- 
DBL2   ---ITTCNADGSVTGSGSSCDDIP--------TIDLIPQYLRFLQEWVENFCEQRQAKVKDVI---TNCKSCKESG--NKCKTECKT-------KCKDECEKYKKFIEACGTAGGGIGTAGSP 
DBL3   -----INKKNNNSIFNGDECGVSPP-------TGNDEDQSVSWFKEWGEQFCIERLRYEQNIR---EACTINGKNE--KKCINSKSGQGDKIQGACKRKCEKYKKYISEK------------- 
DBL4   -----AVEEKNENFP---LCMGVEH-------IGIAKPQFIRWLEEWTNEFCEKYTKYFEDMK---SKCDPPKRA---DTCGDNSN-------IECKKACANYTNWLNPK------------- 
DBL5   ------SGNKIIDPS---WCTIP---------TTETPPQFLRWIKEWGTNVCIQKQEHKEYVK---SKCSNVTNLG-AQASESN----------NCTSEIKKYQEWSRKR------------- 
DBL6   -----AEGDTETNEN----CRFP---------DIESVPQFLRWFQEWSENFCDRRQKLYDKLN---SECISAECTN--GSVDNS----------KCTHACVNYKNYILTK------------- 
Pkα    ------SRLKEKFVW---ICKKDV--------TLKVEPQIYRWIREWGRDYMSELPKEQGKLN---EKCASKLYYNNMAICMLP----------LCHDACKSYDQWITRK------------- 
EBAF1  ------NNINN--------CKN----------IPQEELQITQWIKEWHGEFLLERDNRSKLPK---SKCKNNTLY---EACEK-----------ECIDPCMKYRDWIIRS------------- 
EBAF2  ---------DKT------VCKED---------DIENIPQFFRWFSEWGDDYCQDKTKMIETLK---VECKE-------KPCEDD----------NCKRKCNSYKEWISKK------------- 
                          *                  *   :: **  :                  *                          *     .* .                   
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DBL1   -KTEWENQENKYKDLYE--QNKNKTSQKN---TSRYDDYVKDFFEKLEANYSSLENYIKGDP---YFAEYATKLSFILNPSDANNPSGETANHN-DEACNCNE---- 
DBL2   WSKRWDQIYKRYSKHIEDAKRNRKAGTKNCGTSSTTNAAASTDENKCVQSDIDSFFKHLIDIGLTTPSSYLSNVLDDNICGADKAPWTTYTTYTTTEKCNKERDKSK—X26--CQC 
DBL3   -KQEWDKQKTKYEN-----KYVGKSASDLL--KENYPECISANFDFIFNDNIEYKTYYP-------YGDYSS-------------------------ICSCEQV--- 
DBL4   -RIEWNGMSNYYN------KIYRKSNKESEG-GKDYSMIMAPTVIDYLNKRCHGEINGN----------Y---------------------------ICCSCKNI-- 
DBL5   -SIRWETISKRYKKY-----KRMDILKDVK---------------------------------------------------------EPDANTYLREHCSKCPCGFN 
DBL6   -KTEYEIQTNKYDN-----EFKNKNSNDKDA-PDYLKEKCNDNKCECLNKHIDDKNKTWKNPYETLEDTFKS-------------------------KCDCPKP--- 
Pkα    -KKQWDVLSTKFSSV----KKTQKIGTENI--ATAYDILKQ-ELNGFKEATFENEINKR-------DNLYNH-------------------------LCPCV----- 
EBAF1  -KFEWHTLSKEY--------ETQKVPKEN---AENYLIKIS-ENK--NDAKVSLLLNNC-------DAEYSK-------------------------YCDCK----- 
EBAF2  -KEEYNKQAKQYQEYQK--GNNYKMYSEFK--SIKPEVYLKKYSEKCSNLNFEDEFKEEL------HSDYKN-------------------------KCTMCPEV-- 
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