-285
ATTAGAGAGCTCTAGATGTCTCCTGTCCCAGAACACCAGC

A B
-245
CAGCCCCTGTCTTCATGTCGTGTCTAGGGCGGAGGGTGAT
C D
-204 -167
TCAGAGGCAGGTGCCTGCGACAGTGGATGCAATTAGAT
E
[E; (:: 1 2 3 4 5
Probe C
1 2 3 45 6 7 AR S s S
ARNT + + + -+
Probe A B C D E XRE TCDD -+ o+ o+ o+
TCODD + + + + + - + Competitor - - + - -
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