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	STAT3 element of interest
	RNA sequence
	Number of miRs with binding sites/number of miRs analyzed
	Total number of predicted miR binding sites 
	Theoretical energy released  from miR binding (Kcal/mol)


	STAT3
	True 
	6/9
	111
	2458

	
	Random 
	7/9
	146
	1627

	STAT3  3’-untranslated region
	True 
	6/9
	52
	1087

	
	Random 
	5/9
	36
	671

	STAT3+STAT3 3’-untranslated region
	True 
	12/18
	163
	3536

	
	Random 
	12/18
	147
	2298
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