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Equal amounts (150ng) of PC3 miRNA were labeled with Cy3 and Cy5 by the Array 900miRNA RT procedure. The Cy3 and Cy5 signal intensities were compared to determine the reproducibility of labeling the same sample in both channels. 
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Parallel labeling reactions were performed with 100ng of tumor (Cy5) and normal (Cy3) miRNA.  The Cy3/Cy5 ratios were compared to determine the reproducibility of the labeling between the two arrays. 
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500 picograms of enriched miRNA was amplified in duplicate.  Equal amounts (750ng) of both amplifications were labeled. The reproducibility of the amplification and labeling was determined by comparing the signal intensities or each of the features in both channels. 

[image: image6]
500 picograms of enriched Tumor and Normal miRNA was amplified.  A fraction (1000ng) of each was labeled with either Cy3 (tumor) or Cy5 (normal).   Parallel labeling reactions were performed using 150ng of unamplified miRNA from the same samples.  The fidelity of the amplification and labeling was determined by comparing the differential expression of amplified to unamplified miRNAs. 
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[image: image1][image: image7.wmf]Replicate Analysis:  A900 miRNA RT labeling kit
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