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Basal-like Non basal-like BRCA1
HSA11

Genes located in critical regions and showing differential expression in breast tumors 

LOH                         CN (> 2)  CN (< 2)

Up-regulated in tumors relative to healthy breast tissue
Down-regulated in tumors relative to healthy breast tissue
(1) Basal-like
(2) HER+ / ER-
(3) Luminal A
(4) Luminal B 

ABCB10 (1,3,4)    
ADAM12 (1)  
ALS2CL  (1)  
APC2 (3)   
COL7A1 (1,3,4)  
DNASE1L3 (1,2,4)  
FLNB (1-4)  
HDAC4  (1,2)  
HDLBP (2)  
LRRFIP1 (1) LRRFIP1 (2,3)
MAP3K6 (4)
NCOA6 (1-4)
NUP133 (1,3,4)
RGL1 (1,3,4)     
RNU3IP2 (1-4)   
SP110 (2-4)
 
  

ABCA3 (3,4)   
ADAM12 (1)    
APC2 (3)   
ATP8B1  (1)    
CENTG1 (1,2,4)    
CUBN (2-4)     
DBN1 (1,2)   
DDX10 (1)   
FLJ40869 (1)    
GAB1 (1-4)   
GRIND2 (1-4)   
IRTA2 (2)    
KIAA0427  (3)   
NCOA6 (1-4) 
PHACS (1-4)  
PKDREJ (1)
RGL1 (1,3,4)
SYNE2 (1) 
ZFP64 (1,3,4)

ALS2CL (1)
CENTG1 (1,2,4)
CNNM4 (2-4)
COL7A1 (1,3,4)
DNASE1L3 (1,2,4)
FLNB (1-4) 
IRTA2 (2)
KTN1 (1,3)
MAGEE1 (1,2)
NCB5OR (2)
PRPS1 (1,3,4)
RNU3IP2 (1-4)
SORL1 (1,4)  
TECTA (1) 
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