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Ap36.33 |G><Y0rf1-related protein
Apaea |hypothetical protein LOC1 27262
1p36.22 'veslc\e-éss.ocl.ated rmembrane protein 3
e langiopoietin-like factor
1p36A3 |hypo|helical protein FLI43800
|hypothetical protein FLJ38753
1p26.12 i o :
|ubiquitin specific protease 48
1p3g.11 GCIP-interacting protein p29 isofarm 1 I
Ap3ez hypothetical protein FLJ131 71
1p35.1 !brain-speciﬂc angiogenesis inhibitar 2
1p34.3 lzine finger protein 262 | |
y |Rasrelsted GTP binding ©
p34.2 " .
134 |guany|ate evclasa activatar 28 (uraguanyling
. \peroxiredoxin 1
1p32.3 ELAY (ernbryonic lethal, abnormal vision,"™" l
DM FT-like farnily B with proline-rich C-terminal
Ap3z2 e
coplernent cornponent 8, alpha pohvpeptide’
1p21.2 inuclear factor 1A
1pa1.2 jlAA1 873 protein
wras hornolog | I
\neuranal growth regulator 1
1pE A inypothetical protein BCO0G514
‘prostaglandin F receptor
I\atrophilin 2
lpzz.3 g7
Apzzz ;prota\n kinase C-like 2
|abhydrolase domain containing 7
1p2l.3 . A - .
‘polypyrimidine tract binding protein 2
l(ZEsle hypothetical protein MGCT 4616
1p214 """'armrlase. alpha ZA; pancreatic™™
1p1a.3 iprotem arginine MNernethyltransferass &
1p13.2 M otassium voltage-gated channel, shaker-related™
|norne cdarnain-interasting protein kinase 1 iseforem
Aplz ""vrannosidase, alpha, class 14, rember 20
1911
1912
1921.1 |FLI30T 20 pratein [ |
: 1q21.2 iFLJ237329 protein ]
tuftelin 1
g2z T2
] g2z |""spectrin, alpha, erpthracytic 1 (elliptasytosis™
lolfactornedin-like 2B
[ IR N retinoid X receptor. garmma™
Aqza3 ;darmatopontin precursor
ILocazzas
1q25.2 jeenstitutive photomerphagenic pratein
!sterol O-acyltransferase (acyl-Coenzyrme A:
19253 lribonueleass L
1q31.1 ‘protecglyean ¢
1q31.2 [DBCCR-like
1g31.3 [ . . .
sodiurt- and chloride-activated ATP-sensitive l
1321 "nuclear receptar subfarily 5, group A, mernber 20 I
iB-cell translocation gene 2
1g32.2 !mterleukin10precursor
1q22.2 !SEF\’TA domain containing 4
iprospero-related horneobox 1
1q41 i3 pateh dornain containing 2
Aqaz1 jhypothetisal pratein FLI14145
|sphingelipid delta 4 desaturase
194213 ypothetical protein FLIA 25617
1942.2 invpothetical gene supported by BC009447 l
{TAR RMA binding protein 1
1q43 zona pellucida glycoprotein 4 preproprotein
ifurnarate hydratase precurser [ |
Tad4 ISET and MY MD dornain cantsining 3




glypican 1 precursor
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2p25.3 ihypathetical protein FLJZ2500
2p25.2 ALLC
2p25.1 ;hypothetical protein LOC1 29607
sozaz hippocalein-like 1
2::24'2 IMSE1 |
2pza.1 ipotassiurnvoltage-gated channel
2p23.3 imrpotnetlcal protein LOC165324
lurocortin preproprotein
|
R |calpain13
Ep22.2 |ey steine-rich rotar neuron 1 1
\hypothetical protein MGC32026
zpzi butyrate response factor 2
[mm s TP ase, Ht transparting, lysosornal 31kDa, w1
2p16.2 . AN
e neurexin 1 isofarmn beta precursar
P iankyrin repeat and SOCS box-containing protein 3
2p16.4 5
JNvaccinia related kinase 2
2pis lexportin 1
2p14 salute carriar farily 1, mamber 4
2p13.3 |pieckstrin
zp13.1 " eytachrorme P450, family 26, subfarmily b, |
. :hypothetlcal protein FLM 2304
LFFM4z9
2p11.2 [""spceinate-Cos ligase, GOP-forming, alpha™ ]
‘hypothetical protein LOCS1216 I
2piia IFP38
Iy pathetical protein MGC27019
2q11.2 Inypothetical protein MGCZE733
2q12.1 mitogen-activated protein kinase kinase kinase
P 1@ protein-coupled receptor 45
2q13. ILIM and senescent cell antigen-like domains 1
i lanaphase promoting comples subunit 1
2q914.1 ]
2q14.2 |DEAD (Asp-Glu-Ala-Asp) box polypeptide 18
‘LBP-g
2g14.32
lahyeophorin € isoform 1
el lhypothatical protein DKFZpd 34E2321
2q21.3 I glpha-1,2(8)-rnanno syl gly coprotein™
2q22.1 .histamine K-methyltransferase
2g2z.2 .
il fkymureninase (L-kynurenine hy drolase) [ |
29231 iactiwnAtypaIlreceptorprecursor
ChpR IFL1466486 protein
2q24.1 rpotassium imwardly-rectifring channel J3
2q24.2 idine phosphonylase 2
T-biow, brain, 1M
2q24.3 lhypothetical protein FLJ38822
llengevity assurance hornolog &
2q31.1 {histone acetyltransferase 1 1
2q31.2 iLunapark
izine finger protein 533
2q32.1 DnaJ (Hsp40) hermolog, subfarmily <, rerber 4 00
enythropoietin 4 immediate early response
2q32.2 [ : X -
10-sialoglyeoprotein endopeptidase-like 1
2g32.3 1
iaxonernal dynein heavy chain 7
ek iBATEI Farmily member 2
.2933.2 ‘nypothetical protein FLIZST71
MADH dehydrogenase (ubiquinone) Fe-S protain 1
2934 !ricrotubule-associatad protein 2 isoform 2
zine finger protein, subfarmily 14, 2 (Helios)™
2935 |SVIISHF-related matrix-associated
29361 {=phrin receptor Epha4
2q36.3 linsulin receptor substrate 1
29371 solute carrier family 16 (monocarboxylic acid
e :S-arrestin
2937.2 iCOPD signalosorme subunit 8 iscforen 1 l




Chro 3

Inferred Copy number

Fropaortional

NN NN

3pz6.3

3p26.1

3pz5.3

3p25.1
3p24.3
3p24.2
3pzd.1

3p23
3p22.3

3pz2.1

3p21.32
3p21.31

-3pz1.2

3p14.3
3p14.2
3p141
3p13

3p12.3

3p1z.z

3p1za

3pt1a

3g11.2
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hemogentisate 1,2-dioxygenase
antactin 4 isofarm ¢ pracursar

Jmglutarnate receptor, metabotropic 7 isofarm a" i

ihypnthstical protein FLIZ2405

|nvpometical protein MGC2Z7TTE

1SH3-dornain binding protein § (BTH-asscciated)

ispecial AT-rich sequence binding protein 1 I
wpothetical protein FLJZ2419 l

retincic acid receptor, bata isoform 1
ypothetical protein MGCE14671
isource of immunodorminant MHC-associated l

cyclic AMP-ragulated phosphoprotein, 24 kDM I

!endonuclease G-like 1

Ihypothetical protein FLIZOGT 4

zine finger protein 197 1
hypothetical protein FLJZ20211 l
jhyaluronoglucosaminidase 2

protein kinase C, delta
Iretinoblastorna-associated protein 140

[fragile histidine triad gene l

synaptoporin

solute carrier family 25, rmember 26"

‘hypothetical protein M G241 32 | |

'RIMNGY and ¥ binding protein l

‘roundabout 1 isoform b |
glusan (1,4-alpha-), branshing enzyrme 1 i

rarnunoglobulin superfarmily, member 40F
-hydroxvtryptamine (serotonin) receptor 1F

‘protein S falpha)
ihypothetical protein DKFZp4324C1418
‘hypothetical protein FLJ11046

\activated leukocyte cell adhesion molecule

IHERt-H LTR-associating 2

|nectir| 3

‘hypothetical protein DKFZp434C0328 [ |

lbrain and testis-specific immunoglabin

|musc|e disease-related protein

|serinefthrecnine kinase with Dbl- and pleckstrin

Iseven transmernbrane darain orphan receptor (]
:hypothetical protein FLJ35880

lphakinin

‘hypothetical protein FLJM 0546

forkhead box L2

!G-protem-coupled receptor kinase 7

!"""procollagen-\\rslne‘ Z-oxoglutarate S-dioxygenase""

ipancreatic carbowypeptidase B1 precursor
isirmilar to Arylacetarnide deacetylase (AADAC)
[rarbrane retalla-andapeptidase

ishort stature homeobox 2 isoform b

‘protein phosphatase 1 (farmerly 2C-like

;sucrase-isomaltase (alpha-glucosidase)
iprograramed cell death 10

jelF-542 protein

_hypothetical protein LOC254827
icalciurn—activated potassium channel beta 2
|sex-determining region ¥-box 2

!ephrin receptor EphB3 precursor

i28kD interferon responsive protein
ielaudin 4

& S-like SUppressor

ransferrin receptor (pO0, COT1y
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4p18.3 izincﬁngar protein 595

4p18.2 #Z0-binding inhibitor of NF-kappaB activation 2
i lchrormosore 4 apen reading frarma &

4p1E.1 i

iserine protesse HTRAZ
4p15.33

""‘"R’AEIZS. member RAS oncogene famiky™"

4p15.32 ‘hypothetical protein FLIZOOA 2
4p15.31 slit hornolog 2

4p15.2 |perexisorne proliferative activated reeeptor
cholecystokinin A receptor

4p15.4 pretocadharin 7 isofarm b pracursar

apia lcemfaurin delta 1 isoform a
ltall-like receptar 4

apls 'paired-like homeobox 2b
‘hypothetical protein FLI3057E

4R12 ICOMM darnain containing &

411

KIAAD2ZTE protein
4q1z2 lw-kit Hardy-Zuckerman 4 feline sarcoma viral

49134 latrophilin 3
aq13.2 ephrin receptor Ephas isoform a
' hypothetical protein DKFZpBIELT 818

4912.3 ienarelin
lalburmin precursar

g b inuclesporin 54kDa

pacipe ‘glycerol kinase 2

4g21.23 fheterogeneous nueclearribonucleoprotein D
|Rho STFase activating protein 24

4g22.1 ‘nucleosome assernbly protein 1-like &

R glutarnate receptor, ionotropic, delta
unefc

4923 RAF1, GTP-GDF dissociation stirnulator

4q24 |B-¢ell scaffold protein with ankyrin repeats 1
"hypothetical protein FLJ20032

4q25 ihypathetical protein MGC2ZE052
jhypothatical protein FLI39370

4926
ftranslocation associated membrane protein 1-like

4q27 IMADZ-like 1

4g26.1 fibroblast growth factor 2

4qzE.2 'FDZ darnain centaining 5

4q28.3

4q31 .1 solute carrier family 7, (cationic amina acid
4q31.21 zine finger protein 320
lglycophorin B precursor
endothelin receptor tvpe A
4q31.3 imab-zﬂ-like protein 2
1GA protein
4q32.1 iplatelet-derived growth factar C precursor

4931.22

4q32.2 follistatin-like 5

aq3za ‘acidic nuslear phasphaoprotein 32

4033 jannexin A10
gas il 1p0|ypeptide Mracetylgalactosarminyltransferase 7
WD repeat dornain 17 isoform 2
4934.3
492541 ihypothetical protein LOCR0T7ES

isolute carrier farmily 25 {rmitochondrial carrier;

fass e zine fingar protein 42
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5p15.33
5p15.32

5p15.2
R
Sp14.3
Spi14.2
Spidd
5p13.3
spi13.2

EER
spiz

S5q11.1

5911.2

Eq12.4

sqiz.s
5g13.2
5q13.3
sg1a.

5q14.2
Sq14.3
5q15
5q21.1
5q21.2
5921.3

5qz2.1
5q22.3
5q23.1
5q23.2
59233
5q31.
5q31
5931.3
5932
59331
5933.2
5933.3
5q34
5q38.1
5q35.2
5935.3

.

lzinc finger protein 62 hormolog
liraquois harmeobax protein 2
ihypothetical protein MGC5300
taste receptor TZR1

dynein, axonemal, heavy polypeptide 5™
iy osin
cadherin 18, type 2 preproprotein

R dornain containing 9
cadherin 9, type 2 preproprotein

cadherin B, type 2 preproproteint
1219 and turnor necrosis factor related protein 2
i wpothetical protein FLJ13231
prostaglandin E receptor 4, subtype EF4
LJ32262 protein

‘sirnilar to embigin
ifollistatin isoforrn FST344 precursor
‘hypothetical protein MGC33648

iprostate androgen-regulsted transcript 1

- hy droscytry ptamine (serotoning receptor 14
lymphocyte antigen 64 homolog, radioprotective
Ihypothetical protein LOCT 53561

itransportin 4

|palyrerase (DMA directed) kappa

isecretory carrier mermbrane pratein 1 isoform 2
isarcomeric mitochandrial creatine kinase

tevtoshrome o exidase subunit'lle presursor

‘centrin 3

nuclear receptor subfarmily 2, group F, mermber 11
‘proprotein convertase subtilisinfkexin type 1

HGS_RE402

nudic -type rmotif 12
iephrin-A5

‘hypothetical protein BCO17160

Isrnall conductance caleiormeactivated potassiom

‘hypothetical protein FLI33377
irnitochondrial ferritin

iHC\f’ NS 3-transactivated protein 2

ia disintegrin-like and retalloprotease
\FEPZ and LIM dornain 4

I3 8 histone farnily, rernber Y isoformn 2
!bromodomain containing 8 isoform 2
!protocadherin beta 1 precursor

\aalgi rernbrane protein SB440
|ser|nem1reomne kinase 32A

Isalute carrier farnily 26 rnember 2
!‘""'glutal’nate receptor, ionotropic, AMPA 1™
ldelts-sarcaglycan isaform 1

wpothetical protein MGC10067

garnma-aminebutyric acid A receptor, gamma 20

(HKIBRA protein
T-cell leukermia, hameabeox 3™

|msh homeo box hormolog 2
j9p25L2 protain
glutarmine-fructose-G-phosphate transarminase 2
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Gp2a.3

Gp2s.1

Gp24.3
Bp24.2

Gp23
6p22.3
6p22.2

Bp22.1
6p21.33

Gp21.31

6p21.2

Gp21.1

6p12.3

6p12.2
Gp12.1
Gp1t.2

Eq11.4

61z

6913

G141

Gg14.2

G915

Gg16.1

6g16.2
6316.3

6q21

6221

692231
622,32

G231
6923.2

65923.3
G241
G242
69243
6q25.1
6q25.2
6926.3
6926

627

ajor histocompatibility complex, class |l, DR
!hypathetical protein FLJ21034
ibonuclease P 40kDa subunit
signal sequence receptor, alpha
IMRDSA

1endothelin 1

iy pnanji, AT rich interactive darnain 2 protein™

IAutosomaI Highly Conserved Frotein
:E2F transcription fastor 3

[vesicular rermbrane protein p24

" butyrophilin, subfamily 1, member A1

retfinger protein isoform beta

" enajar histocorpatibility cormplex, class |, C
|ehromosome & open reading frame 125

|rrito gen-activated protein kinase 13

lglyoxalasa |

iune-& hornolog C-like

!" ATP-binding cassette, sub-family <, roember 10M"
jehlaride intracellular channel &

‘methylmalonyl Coenzyme A mutase precursor
linterleukin 17 presurser

larexin receptor 2

‘ehromosome G open reading frame 216 isoform 2

KH dormain-sontaining, RMA-binding, signal™

"EGF-like-dormain, rultiple 11"

:brain-specific angiogenasis inhibitor 3

Eopioid growth factor receptor-like 1

,solute carrier family 17 (anionfsugar
interphotoreceptor ratrix protecglycan 4

Ipleckstrin hornology dornain interacting protein
ichromosome 6 open reading frame 37

«hrormosore 6 open reading frame 117
S-hydroxytryptarmine (serotonim) receptor 1E

i g aparna- aminobutyric acid (GABA) receptar, rho 2

.ephrin receptor EphAY

*"“fucosyltransferase 9 (alpha (1,3)"™"

: FOUWdomain, class 3, transeription factor 2"
‘glutarnste receptor B isoform 1 precursor

HECT dornain and ankyrin repeat containing, E
lcandidate turnar suppresser protein

hypothetical protein FLIZ5734

:WNT1 inducible signaling pathway protein 3

fyn-related kinase

‘chromosarne B open reading frame 204
Jhypothetical protein FLJZ0899

1T-zell lyrnphorna breakpoint-associated target 1
thrarmbospandin

iRho GTFase activating protein 18

leannective tissue growth factor

{aldehyde dehydragenase 841 isoform 1
tinterleukin 22-binding protein isoform 2

ineuromedin B receptor

‘laforin

jSAM and SH3 domain containing 1
iriitochondrial C1-tetrahydrofolate synthase
cpicid receptar, rou 4

jAT rich interactive dormain 18 (SYWI1-like)
|T-cell activation Rho GTPase-activating protein

‘PARKZ co-regulated

ichromosarne B open reading frame 112
:cnromosome G open reading frame 123
“delta-like 1
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TpIz.3
TpEzA
7p21.3

Tp2i.2
724

Tp15.3

7p15.2
7151

7143
7R14.2

714

7pi3
7p12.3
71z

7pl4.2
KRR

7.z

7q14.22
7g11.23
792111
7q24.12
792113
7gzi.2
7g921.3
79221
7222
79311
7931.2
7934.31
7g31.32
7g931.33
7q32.1
7g932.3
7q38
7934
7338

73361
7362
7936.3

farnily with sequence similarity 20, rnember
MMeaspase recruitrnent domain family, rember 11
Isolute carrier farmily 29 (nucleoside

replication protein A3, 14kDa""

:MNADH dehydrogenase (ubiquinone) 1 alpha
letsvariant gene 1

iy stine knot-containing secreted protein

it 5t

{Sp4 transcription factor

Iserinefthreonine kinase 31 isoform a

inuclear factor (ervthraid-derived 2)-like 2
jserine carboxypeptidase vitzllogenic-like
ihypothetical protein LOCZ22075

{EBMP-binding endothelial regulator precursor
AL TOE protein

Wacuolar protein sofing 44 (yeast harmolag)
sinhibin beta & subunit precursor

MVilliars Beuren syndrotne chromosome region 19
tensin-like SH2 dommain containing 1

PESTTE0

Jhvpothetical protein DHKFZpa64Mz2472

'LanC lantibictic synthetase component Slike 2

‘hypothetical protein MGC42415

'potassium channel tetramerisation dormain

-autism susceptibility candidate 2

Inuclear pore rembrane protein 121

?postmeiot\c segregation increased 2-like 2
FLJ42526 protein

guanine nucleotide binding pratein (G protein).™

‘sermaphorin 3A
glutarnate receptor, metabotrapic 3 precursor™

is\x transrnernbrane epithelial antigen of the
tocular developrnent-associated gene
Eparaoxonaseﬂ

ltachykinin 1 isofarm delta precursar

lzinc finger protein 3

lhypothetical protein FLJ20043
irmyeloiddyrnphaeid or mixed-lineags laukermia §
'3 protein-coupled receptor 22

IMFP2 inner mitachandrial merbrane protease-like
o3 protein-coupled receptor 35

ltranscription factor EC

UG snRkA-associated Selike protein LSmE
isterol O-acyltransferase (acy-Coenzyrme A:

taste receptor TZR16

glutarnate receptor, retabotropic 8 precursor™
opsin 1 (cone pigrments), shorkwaye-sensitiv
ruskelin A, intracellular rediator containin
lhypothetical protein FL122786

i cholinergic receptor, muscarinic 2"
Ihypothetical protein HSFCZEE

\hypothatical protain FLI40952

e CTAGE farmily, rember 4

lahrarmasarme 7 open reading frame 33
voltage-gated potassium channel, subfarmily H™"
iFLJ42201 protein

thypothetical protein MGCZ0460
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2p23.3
2p23.2

8p23.1

ap22
8p21.3
8p21.2
sp21.1

2p12

‘8p11.23
sp11.21
ap11.1
29111

sgq11.21
2q11.22

8912,
8gq12.2

8q13.4

2913.3
2q21.11

2921.13

2q21.2

2q921.3

2922.1

8q22.2

8922.3

5q23.1
5q23.2

2q923.3

2q24.11
3q24.12

2924.13
2q24.21
3q24.22

8024.23

8924.3

‘s drenergic, beta-3-, receptar™

CUB and Sushi multiple dormains 1
lhypothetical protein FLJM 2847

iclaudin 23

lchromosame & open reading frame 15
.sarcoglyean zeta

lfibroblast growth factor 20

IZH2 darnain containing 4A

|GDNF farnily receptor alpha 2 preproprotein
ia disintegrin and metalloproteinase domain 28
|diby dropyrimidinase-like 2

\hypothetical protein FLI21616
:neuregulin 1 isoform GGF2

.netrin receptor UnesSh4

(RMA polyrnerase Nl transcription initiation

ihypotnetical protein FLJ1 3842
"THAP dornain containing, apoptosis associated™

{CCAAT/enhancer binding protein delta

wpothetical protein FLJ125471

ibosornal protein 520
cytochrorne P4460, fariby 7. subfarmily A
‘hypaothetical protein MGC34646

basic helix-laop-helix domnain containing, class™"
:COF2 signalosorme subunit §

isulfatase 1

jruseulin (activated B-cell factor-1)

Junctophilin 1

zine finger horneodormain 4

immspperiarcervical ganglia, neural spesific 10"
|hypothetical protein LOC138048

WCGI1-80 protein

ireceptor-interacting serine-threcnine kinase 2

Isirnilar to ©GE405 gene product
iubiquino\-cytochrome ¢ reductase binding
iodd-skipped-related 24 protein

FRSGTT

‘regulating synaptic mermbrane exocytosis 2
ioxidation resistance 1

*thyrotropin-releasing hormane receptor
'CuUB and Sushi rultiple domains 3 isoform 3
zinc finger transcription factor TRPS1
jexostosin 1

‘rritachandrial ibasarnal protein L13

!zinc fingers and homeoboxes 2
‘G-protein-coupled receptor induced protein
pe-rmys ryelosytornatesis viral oneogene hornolog
\adenylate oyclase 8

Sre-like-adaptar

""KH dormain containing, RHA binding, signal™
ihypathetical protein LOCS1 059

ishrarmatin aceessibility sarmplasx 1

cDMA for differentially expressed CO16 gene
hypothetical protein FLJ20020

I 60CC tissue

ATPass, Ht transparting, Iy sosamal 50/57kDa, W1
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11DF tissue
135V tissue

I acCliissue
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. 55CL tissue
22VP tissue
37BA tissue

28RA tissue
I 5101 tissue
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I 31NR tissue
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apz4.3 iKIAADEDS gene product
opz4.z patched |
solute carrier farmily 1, member 1™
pz4.1 'protein kinass MYD-SF28 |
""“protein tyrosine phosphatase, receptor type, OM
opz3
osinase-related protein 1
9p22.3 'zine finger, DHHC dorain containing 21™"
8pzz.2 ‘chromosome 8 apen reading frame 38 i |
dipose differentiation-related protein
apz1.3 interferon, ormega 1"
ELAY (ermbryonic lethal, abnorrmal visian,™
Sl ichromosorne 8 open reading frame 82 i
op21.1
laconitase 1 I
9p13.3 ftestes developrent-related NYD-SP22 isoform 2
ap13.2 iring finger protein 38 isoform 1
‘aldehyde dehydrogenass 184 precurser |
I T chromosorme O apen reading frame 36
apiil.2 ‘hypothetical protein MGC42Z620
op11.1
9q11
991z
o hypothatioal protein FLIZ0444 [ |
hypothetical protein MGC42630
ag21.11 phosphatidylinosital-4-phosphate 5-kinase, typ | ]
Gq21.12 transient receptor potential cation channel,™
8q21.13 #dehyde dehydrogenase 141
iehrornosorme 9 open reading frame 40
Gq21.2 ‘vacuolar protein sorting 134 isofarm B | I
Gqz1.21 transducin-like enhancer protein 4
aq21.32 transdusin-like enhancer protein 1 1
!gluconokinase-like protein
CEpleeks Ecornea\mﬂound healing-related protein l
.8g2241 ichrormosorme 9 open reading frarme 79
iDi-Rasz
i
Bqzz.31 lshrormasorme 9 open reading frame 12
09q22.32 mfructo se-1,B-bisphosphatase 20 |
jhyaluronan binding protein 4
9q22.33
4 isterile alpha rnotif darmain containing & | i i
29214 'plasticity related gene 3
S eylicin 2 i
Qq31.2 'COWVEZ antigen
SRS U excision repair protein RADZ3 homolog B
0q31.3 rythrocyte rerbrane protein band 4.1 like 48
olfactory receptor, family 2, subfarmily K,
9q32 |

solute carrier family 31 (coppertransparters) ™ 1 I

{
- 9q33.1 ‘chromesome 9 open reading frame 27 i

jdeleted in bladder cancer 1

Ba3s2 {GTPase Rabl 4
ichromosome 9 open reading frame 45
CLEER] protein phosphatass &, catalytic subuni™ 1
293411 |ang|0po|et|n-llke 2 precursor
. . Ichromosare 9 open reading frarme 54
Qn3d4 13 i"™larninin, garnrna 3 precursor™
9q34.2 :growth factor independent 18 (potential l
Gq34.3 [fizotin 2 issform d prasursor |

‘phosphohistidine phosphatase 1
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10p15.3 tubulin, beta
phosphofructokinase, platelet""
Lt " zldo-keto reductase family 1, member 1™
10p14 !hypotnetical protein FLJ14641
" UG triplet repeat, RMNA binding protein 2
10p13 :Dptineurin

thicesterase dornain containing 1
“10p12.33 iDNA methyltransferase 2 isoformb

10p12.31 -plexin dornain containing 2 precursor

Topi22 Dnad (Hsp40) homolog, subfamily <, member 1
KlAA1Z217

10p121 armyloid beta (44) precursor protein-binding ™
W dornain-containing adapter with a coiled-coil

10p11.23 . : L
mitogen-activated protein kinase kinase kinase

10p11.22

{eoiled-oail darain sontaining 7

10pi1.z1 Coullin 2
10p11 tankyrin repeat domain 304

10g11.21 ihypothetical protein MGC1 6204

tAD02T protein isoform 2

10911.22 o ppavin Ag
10911.23 imitogen-act\vated protein kinase 8 isoform 4
inuclear receptor coactivatar 4
‘dickkopf hornolog 1 |
10g21.1
‘i1 0 interactor
iubiquitin-conjugating enzyrme E20 1
109212 o)) division oyele 2 protein isoforem 1 X
‘shrarmaosare 10 open reading frame 22
109213 g stenin (cadherin-associated protein), alpha 3"
|4 dammain cantaining protein 1 isofarm a [ |
109221 lalpha 1 type Xl collagen isoform 7
\prasaposin (variant Gaucher disease and variant
10922.2 ;hvpothetical protein FLJZ2658
-chromosame 10 open reading frame 11
10g22.2 idises large harmalog 5
surfactant, pulronan-associated protein A2
109221
'growtn hormone inducible transmerbrane protein
10g23.2 .
iHlAADZE
1092331 wjipgse, gastric™

10922.32  i5-hydraxytryptamine receptor 7 isofarm b

10923.33 SEC15 (S, cerevisiag)-like I
109241 ""eytochrorne P450, family 2, subfarmily G

i -
Angz4z  [i@and-dspandantcoraprassar I

|evetin M1
A0gz4.32 |beta-transduc|n repeat containing protein
tinternexin neuronal interrmediate filament

10925.1 WPS10 dormain recepter protein SORCS 1

b pralyl arminopeptidase (aminopeptidase P11 M
‘rritochondrial glycerol 3-phosphate
10g25.2 ‘beta-1-adrenergic receptor
IGDMF farily receptor alpha 1 isoformb
1002611 aa0a41 protein
10g26.12

10925.2

i\ND repeat dormain 11
1092613 1CUB and zona pellucida-like domains 4

ITRABID protein
10926.2 rdedicator of eytokinesis 1
‘O-G-rnethylguanine-DMA methy ltransfera se
{BCLZradenovirus E18 19kD-interacting protein 2

109263
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Inferred Capy number

Prapartianal

11p15.5
11p15.4
11p15.3

11p15.2
14p15.1
11p14.3

11p14.2
14p14.1

11p13
11p1z

14p11.2
14p11.12
14p1.14
14911

14q12.1
Algizz

149131
119122
119133

119134

119125

119141

119142

119143

14921

119221
11q22.2
119223
119231
119232
119233
119241
119242
119243

11925

ligand binding protein RYDA
linsulin-like growth factor 2 (sormatoredin A)
iribonuclecside-diphosphate redustase M1 chain
Ihypothetical protein M GC24805

iLIM dornain only 1

‘adrenarmedullin

\hypothetical pratein FLIA 4968

‘related RAS viral (r-ras) oneogene harnolag 2
jsmall acidic protein

‘hypothetical protein FLJGO04 10

.nel-like 1 precursor

Fanconi anemia, complementation group F™"

itransmernbrane protein 16C

potassium veoltage-gated channel, shaker-related
eticulocalbin 1 precursor

tnerbrane cormponent, chromosome 11, suface!
'FLJ45212 protein

iapoptosis inhibitor 5

isynaptatagrnin X111

tonzing finger protein 289, ID1 regulated™™
folate hydrolase (prostate-specific membrane

‘tripartite rotif-containing 48
langiotensin Il receptorlike 1
FLJZ2704 protein

"""pepsinogen 4, group | (pepsinogen A"
hypothetical protein MGC348241

cell division cyele associated &
|rashomolog O

itwo pore segrment channel 2

{7-dehvdrocholesteral reductase
pleckstrin horology dornain cantaining, family 8™

|""serine (or cysteine) proteinase inhibitor, clade’
'aquaperin 11

"hypothetical protein M GC33846

‘uncharacterized hypothalarus protein HTOO7T
\RaBIE

‘Macetylated alpha-linked acidic dipeptidase 2
imelatonln receptor 18
thypathetical pratein HSPC148

‘sontactin 5 isofarm long

i{aD031 protein

-hypothetical protein MGC2714

'caspase 4 isoform delta precursor
CWF18-like 2, cell cycle contro/™"

sirnilar to expressed sequence AIS02442
FOUWdomain, class 2, associating factor 1™
itetratricopeptide repeat dormain 12

ihypothetical protein MGC1 2125

itrehalase (brush-border membrane ghycoprotein
'glutamate receptor KA1 precursor
inmz3-phosphorylated unknown substrate
ipannex\n 3

Jhypothetical protein FL140224

IFLJ45950 protein

FLI45456 protein
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o, v
o3 ¥S000gloo0o0¥00 0000040
Ssamn$335583555357559885555¢985
Nl npgnnnpgMNhnanlnndannnnga
AnEdSpoanpgaannnalnalanaannfa
.-';E—s-:':':-;-:.-—':':':'.:5—':.:-;'.:'.:—'::'.:
UgEelen 00U N EEL IO =
QR Z00J0LEI0ea0a0ZEE0>0xaddH
gL~ EOImnroraldrurd-wN~o-U®
OgoNTrtoONTT OO O T ONDONOT Tt

[ |

[ |

|
| |

|

|




Chro 12

Inferred Copy number

Fropaortional

12p13.33
12p13.32

12p1 3.3

12p132.2
12p13.4

12p12.3
12p1z.2
12p12.4

12p11.23

12p11.22

12p11.21
A2p11A

12g1z2

1291311
121312
1291313
Azq1z.2

129141

12g14.2
12g14.3

12g15

129214

12g21.2

12921.31

12g21.32
12921.33
12922
129231
129232
129223

122411

12g24.13
12g24.21

12g24.23
12924.31

12024.32

12g24.33

:soluta carrier farnily & (neurotransmitter
Imrpothetlcal protein LOC283439

clypeptide Macetylgalactosarinylransferase &
inhibitor of growth farily, rember 4 isoform 2!
activation-induced cytidine deaminase
killer cell lectin-like receptor subfarniby A
lCAMP responsive element binding protein-like 2
Ihypothetical protein FLIZ2662

phospholipase C, zeta 1"
salute sarrier organic anion transporter farmily

ethanolarmine kinase
ihypothetical protein FLJZ2894
!nypothetical protein FLJ10G37
imale sterility domain containing 1
iovostatin 2

‘synaptotagrnin 410

icopine Wil
ioantactin 4 isafarm 1 precursar

‘a disintegrin-like and retalloproteass

splicing factor, argininelserine-rich 2

vitarnin D (1,25- dibvdroxyvitamin D2) receptor™™
hypothetical protein LOC1 44253

|hypathatical protein DKFZpEEG01 G20

‘hormes box C13

[Prm protein

‘KuT0-binding protein 2

TAFAZ
Wransmernbrane protein 5
thigh rmability group AT-hook 2
interferon, garmma™"

CCR4-MOT transeription cormplex, subunit 2
thyrotropin-releasing horrmone degrading

{Shawerelated voltage-gated potassium channeal
‘huntingtin interacting protein 14
;swnaptotagrnin |

:FTFRF interacting protein alpha 2

isolute carrier family § (neurotransmitter
ihypothetical protein FLIZ5221
‘hypothetical protein FLIZ5378

inudix (nucleoside diphosphate linked moiety
itransmarnbrane protein vezatin

hyropoietin

nuclear receptor subfamily 1, group H, mermber 4
tinsulin-like growth factor 1 (soratormedin C)
izarbohydrate (chondroitin 4) sulfotransferase
lpalyrmerase (RMNAY Il (DMNA directed) polypeplide
Huntingtin interacting protein E

|T-cell activation protein phosphatase 2C

'rabphilin 34 hormolog

Ithyraid harmone receptor assaciatad protein 2
:rep\lcatlon factor C 4 isoforrm 2

|hypathetical protein LOCI2558

|B-zall CLLAyrnphaorma 74

ilimkain beta 2

solute carrier family 15, rnember 4"
1=pimarphin isoform 2
""Golgi autoantigen. golgin subfarmily a, 3™

o .0
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IFP32
12p12
13p1z
12p11.2
13p11.1
13914
tubulin, alpha 2 iscform 2"
131211 ypothetical protein LOG221143 [ N |
1391242 igamwma sareoglyean
1291213 udor domain containing 4 I
13912.2 WA S protein farmily, rmermber 3
‘frns-ralatad tyrosine kinase 1 (vaseular
13g12.2 g X o
teatanin pG0 subunit A-like 1 l
139131 isirnilar to hypothetical protein FLJ2Z0S97
13g913.2 ‘replication factor © 3 isoform 2 [ |
rnakb-21-like protein 1
UG RIER casein kinase 1, alpha 1-like™™"
istornatin-like 3
Ifarkhead box O14
13q14.11 '
il YA-kinase anchor protein 11 isoform 1
A3g14.12  jhypothetical protein FLI31 846
ornpenent of golgi transpart cornplex 2
13g914.2 i succinate-CoA ligase, ADP-forming, beta subunit™" I
Iregulator of chrormosore condensation (RSC1) and
12q14.2 ihvpotnetlcalprote\n FLJ30707
protocadherin & isoform 2 precursor 1
13g21.1 .
FLJ40Z96 protein l
13921.2 ‘diaphanous hornolog 3
protocadherin 20
123q21.21
hypothetical protein FLIZ5EQ4 i
ek il 'protocadherin 9 isoform 2 precursor
13921.33  kelch-like 1 protein
.dachshund homolog 1 isoforrm b I
139224 ‘Kruppeklike factor &
139222 :COMM dornain containing 6 isoform a
13922.3 [
seiellin isoform b
.cutaneous T-cell lymphoma tumor antigen se70-2
139311
slit and trk like 1 protein
slit and trk like &
13931.2 slit and trk like 5
13931.3 ‘chrormosarne 13 open reading frame 25 isoform A
glypican 6 precursor
129321 ATP-binding cassette, sub-family C, member
12q32.2 ;G protein-coupled receptar 80
139323  isolute carrier farmily 15 (sligopeptide
thypothetical protein FLJM 4624
139331 ‘tripeplidyl peptidase |1
13933.2 ‘putative protein LG20
130333 .
9 ‘DM ligase I
lalpha 1 type IV collagen prepropraotein
13934 . - .
|SRY (sex datermining region ¥)-bax 1 1
‘growth arrest-specific 6
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14p13
14p12
14p11.2
14p11.1
149111
|tetratricopeptide repeatdomain §
14g11.2
ldefender against cell death 1
importin 4
'neuro-oncolog\ca\ ventral antigen 1 isoform 1
4912 forkhead box G1B i
HIAATIEE
gt #kinase ancher protein &
ichrornosorme 14 open reading frarne 147
149133 wapaK1 2 binding inhibitory protein 1
\somatostatin receptor 1
14g21.1
leucine rich repeat and fibronectin type 111
14q21.2 ‘hypothetical protein DKFZp434F1017
‘ribosornal protein L10-like protein
14q21.2
iribosomal protein S29
149221 hioredoxin dornain containing
pleckstrin homology dorain containing, family ™
14q22.2 ik g
4anna icell growth regulator with ring finger dormain 1
q=s ichrormosome 14 open reading frarme 101
14q23.1 luncharacterized hypothalarnus protein HARFA 4
: FLJ46156 protein
14q23.2 : hypoxia-.inducible factor 1, alpha subunit™"
iglvcoprotein beta 5
14923.2 fehurchill dornain containing 1
149241 lehrornosorne 14 open reading frarme 54 i
: I""actinin, alpha 1"
14q24.2 la disintegrin and rmetalloproteinase dornain 20 1
|eer-d4 (rouse) harmelog
leeh-10 harneo dornain containing harmalog 1
14q24.2 e
transforrming growth factor, beta 3
slIkB, alkylation repair hornolog"
— ‘neurexin 3 isofarr beta precursor
REALC ‘thyroid stirmulating hormone receptor l
14931.2 ] ]
149231.2 fibronectin lzeucine rich transmembrane protein
igalactosylcerarmidase precursar
14q32.11 2 o . u

lchrormosome 14 open reading frarme 143
14q32.42  |hypothetical protein FLI20707 iscforrn 2
imodulator of apoptosis i

14q32.13

idicert
14q32.2 vaccinia related kinase 1
pothetical protein FLA125772 l
Adqgr2.21 solute carrier family 25, rmermber 29
I dynein, sytoplasrmic, heavy polypeptide 1
14q32.33 kinesin 2 B0/70kDa

‘BTE dornain protein BDPL
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Inferred Copy number
Fropaortional

15p13 sirnilar to golgi autoantigen, golgin subfamil
15p12
15p11.2
15p14.4
15g11.1
15q11.2 ‘hypothetical protein FLJZE1 31
‘hypothetical protein FLIZS7 85
thrornosorne 15 open reading frame 2
1591z gamma-aminobutyric acid (GA5A) A receptor, beta"™
189121 :heet dornain and RLD 2
: Etlght]unctlon protein 1 isoform a
159133 Hruppeklike factor 43
iryanodine receptor 3
o “hypothetical protein FLIZ0632
Shypothetical protein HH1 14
‘sprouty-related protein with EVH-1 dornain 1
159151 Isignal recognition particle 14kDa thomalogous
15q15.2 phospholipase AZ, group VB (cytosolic)™"
tupaor protein p53 binding protein, 1"
ldual axidase 2 precursar
15921.1
isemapnorin 6D isoform 2 precursor
fibroblast growth factor 7 precursor
TEARLE el 141287 protein
one cut dormain, family member 1"
158q21.3 ‘ribosornal protein L24-like
ftranscription factor 12 isoform b
159221 la disintegrin and retalloprotease dornain 10
16q22.2 ‘annesin 42
imrpotnetlcal LOiZ145741
15q22.31 |death-assosiated protein kinase 2
‘16igezaz bubyrate-induced transeript 1
IDHFZPS8E8M0OT21 protein
16923 !acidic (leucine-rich) nuclear phasphoprotein 32
uveal autoantigen with coiled-coil domains and
15q24.1 !mrruvata kinase 3 isoform 2
|y pothetical protein MGC347 44
189242 lumpa, Utransporter 10
icnromosoma 15 open reading frame 5§
159251 MORF-related gene 15 isoform 2
1441100 protein
158q25.2 ihypothetical protein FLJZZ705
thypaothetical protein FLJ90ZA7T
189253 hypothetical protein FLIZ2310
imitnchﬂndrial ribosormal protein L45
16q26.1 isocitrate dehydrogenase 2 (MNADP+),""
solute carrier organic anion transporter family
15g26.2 hvpothetical protein FLI111 74
"nuclear receptor subfarily 2, group F, rember 2
arrestin dormain containing 4
15q26.3 MADS box transcription enhancer factar 2,0

‘selenoprotein S

GOCC tissue
465A tissue
A6MMI tissue

27CG tissue
13GMr tissue

issue
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Inferred Copy number

Propartional

16p12.3

16p12.2

16p13.13
18p13.12
16p1 311

16p12.3
16p12.2

16p12.1

16p11.2

16p11.1

16g11.1

18914.2

169121

18912.2

16913

18921

169221

16922.2
168922.3

169231
169232
169233

169241

16924.2
16924.3

DrA directed RMNA polyrerase Il polypeptide K
oren, erarmped-like™

[ alfactory receptor, farmily 1, subfarmity F o
ubinuclein 1

‘ataxin 2-binding protein 1 isoform 1
ubiquitin specific protease 7 (herpes
lepithelial rerbrane protein 2

hypothetical protein FLJ11151
\polviAd-specific ribonuclease (deadenylation
ATP-binding cassette, sub-farnily <, member

Isirnilar to FME& protein

}glycoprotein 2 (zyrnogen granule membrane)

jubigquinal-cyteshrarme ¢ redustase sars protein
isirnilar to ubiquitin binding protein

aquaporin &

;TNT protein

|CLME protein

D2 antigen (eyloplasmic taill binding protein

TPAS3TG3 protein
TFS3T33 protein

llikely ortholog of reuse She SH2-dermain binding
\peroxisornal lon protease
‘hypothetical protein FLJSS1 01

hypothetical protein FLJ12178
liraqueis hormeobox protein &
rnetallothionein 2

'HSFCO6S protein

""zadherin 8 type 2 preproprotein’
wing s dherin 11, type 2 isofarrn 2 preproprotein™
‘chemokme-llke factor superfarily 3 isoform a
‘Iysophospho\ipase 3 flysosomal phosphaolipase
Medd-4-like ubiquitin-pratein ligase isofarm 2
‘tyrosine aminotransferase

iproteasore 265 non-ATFPase subunit 7

weell recognition protein CASPRY isoform 2

" Ctype lecting superfamily rmerber 1"

i gy mein, eytoplasimic, light polypeptide 2EM™
cadherin 13 preproprotein
potassiurmvoltage-gated channel, subfarmily G,
‘interferon consensus sequence binding protein 1
\iunetaphilin 3

lzadherin 15 preproprotein
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Inferred Copy number
Fropaortional

j"rmembrane component, chrormosome 17, surface

17p13.3 |LosT
platelet-activating factor acetylhydrolase
17p13.2 zinc finger, ZZ-type with EF hand dornain 4"
nuelenporin 82kDa
<1AF associated factor-1 isoform 2
17p13.4 \arachidonate lipoxygenase 3

ihypothatical protein LOCH 46845
{FLJ45458 protein

17p12 ‘hypothetical protein FLJ34590
‘herne Afarnesyltransferase
ihypaothetical protein FLJZE674
jturnor necrosisfactor receptor 138

17p11.z  flightless| harmalag
‘aldehvde dehydrogenase 3A2
'DKFZFS6E0084 protein

17p14.4

17911.4
AWWD SOCS-bosx protein 1 isoform 2
istrormal cell-derived factor 2 precursor

17a11.2 Ihypothetical protein DKFZp434id1 421

Irab 1 -farnily interacting protein 4
‘DKFZFS64K1964 protein
ismall inducible cytokine A2 precurser
RAS-like, farnily 10, rember B™"
17912 jacetyl-Coenzyrme A carboxylase alpha isoform 3
|SMA P2 5-interacting protein
gasderrin-like
keratin associated protein 17-1
""tubulin, garnma 2"
17q21.31 |N—acety|glutamate synthase

i

179211
17q21.2

similar to Rho GTFase activating protein 12

wiinglesstype MMTY integration site farmily,

I

1792132 |sri: farnily associated phosphoprotein 1

17q31 33 |r|erve growth factor receptar presursar

transducer of ERBBZ, A"
17922
i _kinesin protein

179231 thepatic laukaria factor
'noggin precursor

17q23.2  [=minefinger protein 164
IDEAH (A sp-Glu-Ala-His) box polypeptide 40
T-box 2

17923.3 \hypothetical protein FLI3STST

17924.1 wncharacterized hypothalamus protein HTOOS

) laxin 2

17q24.2 Evoltage-dependent calzium channel garmma-5
ihypothetical protein LOC51321

170243 'potassium imwardhy-rectifying channel J16
transeription factor S0X8

17q25.1 hypothetical protein FLJ40318

. ATP synthase, H+ transporting, mitochondrial F

17925.2 larylalkylamine MN-acetyltransferase
iKlaa15a2 protein

17925.3 lestonuclestide pyrophosphataselphosphodiesterass
iFI_J44851 protein
forkhead box K2 isoform 2
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Chra 18
Inferred Copy number
Propartiaonal

sue
issue
issue
sue
issue

Issue

60CC
465A tissue
36MMI tissue
| 27CG tissue
13GMr tissue
16LF tissue
49CA tissue
53FG tissue
33BY tissue
21LA tissue
48GAt
415G t
S50PC tissue
3CCs tissue
47CA tissue
35PA tissue
450M tissue
31NR ti
28RA tissue
51MI tissue
55CL t
22VP tissue
37BA tissue
40RR t
11DF tissue
4CCl tissue
" 135V tissue

iubiguitin specific proteass 14

iubiquitin-protein ligase NEDD4-like
18g21.32 MIAAT9EE protein

cadherin 20, typa 2 preproprotein’

15921.33
|8-cell lyrnphorna protein 2 alpha isofar
18q22.1 e sdherin 7, type 2 preproprotein™
MCAGH
18q22.2 :chrornosorne 18 open reading frarme 14
: suppressor of cytokine signaling &
13q22.2 ‘carabellin 2 precursar
iF-box only protein 15
18923 FLJ4431 3 protein
jsal-like 3

18p11.32
IFLJ22017 protein
12p11.31
zinc finger protein 164 hornalag
18p11.23 MMlarninin, alpha 1 precursor™
18p11.22 ielaA0202
‘adenornatosis polypesis soli down-regulated 1
18p11.21 ECHMP1 5 protein I I
‘chrornosorne 18 open reading frarme 1 isoform alpha
18p11.1
Rho-assotiated, coiled-coil containing protein™ | IN |
iCTAGE-1 protein isoform 2
18g911.2 ‘larninin alpha 2 subunitisoform 2
synovial sarcorna, translocated to  chrorosormse!
cadherin 2, type 1 preproprotein™
189121 idestnocallin 3 isoform Dse3a preproprotein
.chromosarne 18 open reading frarme 24
idystrobrevin alpha isafarm &
18q12.2 :cnromosoma180pan reading frarme 21
189123 Mphosphoinositide-3-kinase, class 2™
\SET binding protein 1
iproline-serine-threonine phosphatase interacting
18q21.1 :“'.'“MAD. mothers. against decapentaplegic homolog 2™ I
iribosornal protein L17
'maestra
deleted in colorectal carcinoma
18921.2 irmethyl-CpG binding dornain protein 2 isafarm 1 | |
1gqz1.31  ithioradexin-like 4




Chra 19
Inferred Copy number
Propartional

phosphatidic acid phosphatase type 2 isofarm 2
ribosornal protein 5145
10p1 33 srmall GTP-binding turnor suppressor 1
cayta=in
e rotein tyrosine phosphatase, receptor type,™
endopeptidase Clp precursor
peroxisomal biogenesis facter 11 gamma
actin-like
19p13.2 hypothetical protein FL120182
hypothetical protein MGC3262
zine finger protein 20 (KOX 13)
10p1243 ""caleiurn channel, alpha 1A subunit isoforem 1"
D07 antigen isoform 2 precursor
19p1212  Hhypothetical protein FLIZ9501
hypothetical protein MG C2747
eta-1,2-Macetylglucosaminyltransferase bGnT-2""
19p13.11 Horner, neuronal irmmediate early gene, 2
izine finger protein 626
‘zing finger protein 43 (HTFE)
MMzine finger protein 91 (HPFT, HTF1 0™
189p12
19p11
19911
19912
ubiquinol-cytochrorme ¢ reductase, Rieske™"
zinc finger protein 537
19q13.11  Inypathetical protein LOC147801
icarbohydrate (N-acetylgalactosarnine 4-0)
18g13.12 zinc finger protein 30
hypothetical protein FLI36445
19913123 lzine finger protein 5254
chrorosome 19 open reading frame 33
ribosoral protein S16
Ukt hypothetical protein BCOOTE53
carcinoembryonic antigen-related cell adhesion
1aqizal  |preanancy spacific bata-1-glyeapratain 1
zinc finger protein 230
19g13.32 FLJ22600 protein
hypoxia-inducible factor-2 alpha isofarm o
kaptin (actin binding protein)
19912.22  |hypothetical protein FL120200
testis-specific kinase substrate
""kallikrein 2, prostati
19912341 ine finger protein 614
hypothetical protein FLJ1 4345
19913.42 12 kosyte Ig-like receptor 8 isofarm 1
hypothetical protein FL123489
19913.432 zinc finger protein 71

hypothatical protein FLIZ828%
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Chrao 20

Inferred Copy number

Praparticnal

z0p13

20p12.3

20p12.2

20p12.1

20p11.23
20p11.22

20p11.21

20p11.1

209111

20q11.21

20q11.22

20q11.23

20912
z0g13.11

20q13.12

2091313

209132

2091331

2091332

2091233

Ibeta defensin 125 preproprotein
isymtaphilin

ltransglutarninase v

{GONF family receptor alpha 4 isafarm a
;Ras association domain family 2 isoforrm 1
‘ehrarnogranin B precursar

‘hydroxyacid oxidase 1
:phospholipase C beta 4 isoform a
isynaptosornal-associated protein 25 isoform

:EITEI.'F'OZ dornain containing protein 3 isoform b

‘taspase 1

:chrornosorme 20 open reading frame 23
Hfilensin

‘histidyHRMNA synthetase 2

‘RABS interacting protein 2

‘uncharacterized hypothalamus protein HTO1 3
fforkhead box A2

leystatin 5 precursor

ioystatin F

hypothetical protein FLI38374

'FLJ45832 protein

epididyrmus specific clone 42

hypothetical protein FLI22706

Snf7 homologue associated with Alix 1
glutathione synthetase

erythrocyte mernbrane protein band 4.1-like 1
growth horknone releasing hormone preproprotein
lipepolysaccharide-binding protein precursar

ranscription factor MAFB

protein tyrosine phosphatase, receptor type, T
argininefserine-rich splicing factor &

adenosine deaminase

WAP four-disulfide core dormain 3 isofarm 2

leyes absent 2 isoform o

IPREX1 protein

iMat+iH+ exchanger isoform
:rolybdenurn cofactor synthesis 2
zine finger protein 64 isoform a
izine finger protein 217

tprecerebellin-like 1 precurser
'bone morphogenetic protein 7 precursor
iRAS-related protein RAB-22A
'phosphatase and actin regulator 3 isoforrm 1
{""eadherin 4, type 1 preproprotein™
IMRG-binding protein

uridine kinase-like 1
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Chrao 21

Inferred Capy number

Prapartional

21pi3

21p1z

24p11.2

24p11.1

219111

21q11.2

219211

21q21.2

21921.3

21922.11

2192212

2192213

21qZ2.2

219223

‘transrerbrans phosphatase with tansin homelogy

.©21 arf2d protein
ichramasome 24 open reading frame 81

receptor interacting pratein 140
ubiquitin specific protease 25

‘zoxsackie virus and adenovirus receptor

neural cell adhesion rmolecule 2 precursor

chrornosorne 21 open reading frarme 74

FLJ42200 pratein
tchromasome 21 open reading frame 42

ey steine and tyrosine-rich 1 protein precursor

SC21orf9d
!NB-DNA-mE(hy\lransferase isoform 1

claudin 17

T-cell lymphorna invasion and metastasis 1
:hormonally upregulated Neu-associated kinase
{GCrich sequence DMA-binding fastor candidate
phaospharibosylghycinarmide farryltransferase
potassiurn voltage-gated channel, Isk-related™"

ichrormaosorne 21 open reading frarme 18
iDown syndrorne eritical region protain &
'Doown syndrorne eritical region protein 4

{Down syndrame critical region protein 2 isaform
Down syndrarme ezl adhesion melecule isafarm

ibeta-sita APP-cleaving enzyrme 2 isoform A
lzinc finger protein 295

WD repeat dorain 4 protein

ipyridoxal kinase

lehromosarme 21 open reading frame 28

221 a0 protein isafarm C

!alpha Ztrpe ¥l collagen isoforrn 2C2a precursor
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GOCC tissue
465A tissue
| 36MMI tissue
27CG tissue
13GMr tissue
16LF tissue
A49CA tissue
53FG tissue
33BVY tissue
21LA tissue
A5GA tissue
415G tissue
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Chra 22

Inferred Copy number

Fropartional

22p13

22p12

22p11.2

22p11.1

229111

2291121

22q11.22

22q11.25

22g12.1

22q12.2

22912.3

229131

22g13.2

22q13.31

22913.32

22g13.33

Il H B

FOTE14

T-zormplex protein 1

\solute carrier

iDiGecrge syndrome critical region protein &
lpeanutlike 1

\hwpothetical protein LOCI7TS1 27
iFLJ42053 protein

iprotein phosphatase 1F

‘rhabdoid turnor deletion region protein 1
IFL142242 pratain

.small nuelear ribonucleoprotein polypeptide 03
‘hypothetical protein DKFZp43400213
iseizure related B homaolog (rouse)-like

‘reningioma 1

iprotein kinase CHKZ isoforrm b
tneyrofilarnent, heavy polypeptide 200kDa""
lancastatin M precursar

lsmacthelin isafarm b

itrrosine 3frnvptophan 5 -rmonooxygenase
tissue inhibitor of retalloproteinase 3

imgn-moblllw group protein 2-like 1
‘apolipoprotein L3 isoform 2
hypothetical protein MGC35206

"H1 histone farnily, member 0"
i

hibby
rnannosyl (beta-1,4-%glycoprotein
iadenylosuceinate lvase

|E14 binding protein p300

IBAFF raceptar

alpha 1,4-galactosytransferas:
1CAP-binding protein eamplex interacting protein
‘hypothetical protein DKFZp7 6101 7121
luroplakin 24

peroxisorne proliferative activated receptor,™"

‘hypothetical protein CLOMNEZS003

(FLJ44355 protein
KIAADEES gene product
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