Transient siRNA knockdown of Sp1 with selected siRNA
RNA harvested at 48 and 72hrs

¢

siRNA knockdown repeated as above to give n=2

¢

QRT-PCR used to assess Spl Knockdown

¢

RNA, converted to cDNA, in vitro transcribed and hybridised to Affymetrix
array chips

¢

Data analysed using the PLIER algorithm

¢

DAVID online pathways analysis software was used to identify pathways affected by Sp1 Knock
down
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