
Human G56R mutant   53 RLP R GRSR 60 
Human    53 RLP G GRSR 60 
Chimpanzee   53 RLP G GRSR 60 
Macaca mulatta   35 RLP G GRGR 42 
Mouse    51 MIP G SRDR 58 
Rat     54 MIP G SRDR 61 
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