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A1AT_HUMAN Alpha-1-antitrypsin 5 2 ± 0.97 0.4 ± 0.52

A2MG_HUMAN Alpha-2-macroglobulin 85 475 ± 166 753 ± 171

ALBU_HUMAN Serum Albumin 25 5.8 ± 5 7 ± 5.4

ALDOA_HUMAN Fructose-bisphosphate aldolase A 3 0 0.6 ± 0.77

AMBP_HUMAN Alpha-1-microglobulin 2 0 0.4 ± 0.9

APOA1_HUMAN Apolipoprotein A-I 16 9 ± 2.2 11 ± 2.3

APOA2_HUMAN Apolipoprotein A-II 5 2.5 ± 1 3.2 ± 1

APOB_HUMAN Apolipoprotein B-100 162 98 ± 19 167 ± 94 †

APOC2_HUMAN Apolipoprotein C-II 4 0.67 ± 0.6 1.2 ± 0.95

APOC3_HUMAN Apolipoprotein C-III 7 5.7 ± 3.4 11.2 ± 8.8

APOC4_HUMAN Apolipoprotein C-IV 2 0.17 ± 0.24 0.6 ± 0.32

APOE_HUMAN Apolipoprotein E 14 4.8 ± 2.5 7.4 ± 2.7

APOL1_HUMAN Apolipoprotein-L1 6 2.3 ± 0.94 3 ± 1

B3AT_HUMAN Band 3 anion transport protein 3 0.67 ± 0.94 0

C1QA_HUMAN Complement C1q subcomponent subunit A 3 1 ± 0.63 1.2 ± 0.63

C1QB_HUMAN Complement C1q subcomponent subunit B 2 1 ± 0.52 2.2 ± 0.95

C1QC_HUMAN Complement C1q subcomponent subunit C 4 1.7 ± 0.47 3 ± 1.3

C1R_HUMAN Complement C1r subcomponent 14 5.7 ± 1.7 3.2 ± 2.6

C1S_HUMAN Complement C1s subcomponent 2 0.33 ± 0.3 0.8 ± 0.48

C4BB_HUMAN C4b-binding protein beta chain 5 0.67 ± 0.47 1.4 ± 1.2

C4BP_HUMAN C4b-binding protein 24 17.5 ± 6.1 36 ± 28 †

CD5L_HUMAN CD5 antigen-like 13 8.3 ± 2.8 12.8 ± 4.2

CFAH_HUMAN Complement factor H 25 3. 5± 2.9 6.8 ± 6.1

CLUS_HUMAN Apolipoprotein J (Clusterin) 9 2.3 ± 0.79 2.8 ± 2.1

CO3_HUMAN Complement C3 3 0.17 ± 0.24 0.4 ± 0.32

CO4A_HUMAN Complement C4-A 5 1.7 ± 1 0.2 ± 0.25

F13A_HUMAN Coagulation factor XIII A chain 2 0.33 ± 0.3 0

F13B_HUMAN Coagulation factor XIII B chain 3 0.67 ± 0.47 0

FCN3_HUMAN Ficolin-3 5 0.17 ± 0.24 1.2 ± 0.48

FIBA_HUMAN Fibrinogen alpha chain 44 133.7 ± 35.3 * 0

FIBB_HUMAN Fibrinogen beta chain 40 149.2 ± 21 * 0

FIBG_HUMAN Fibrinogen gamma chain 31 143 ± 28 * 0

FINC_HUMAN Fibronectin 82 57.2 ± 24 98.8 ± 38 †

GP1BA_HUMAN Platelet glycoprotein Ib alpha chain 2 0.17 ± 0.24 0.4 ± 0.52

GRP78_HUMAN 78 kDa glucose-regulated protein 2 0 0.4 ± 0.52

H2A1_HUMAN Histone H2A type 1 2 0 0.4 ± 0.52

HBA_HUMAN Hemoglobin subunit alpha 7 18 ± 25 * 1.8 ± 1.4

HBB_HUMAN Hemoglobin subunit beta 15 34.5 ± 48 * 5.6 ± 3

HPT_HUMAN Haptoglobin 14 5.5 ± 4 19.2 ± 15.3 †

HPTR_HUMAN Haptoglobin-related protein 20 19 ± 14 47.6 ± 33 †

HS90B_HUMAN Heat shock protein HSP 90-beta 2 0.17 ± 0.24 0.2 ± 0.26

ITIH2_HUMAN Inter-alpha-trypsin inhibitor heavy chain H2 6 0.5 ± 0.48 1.8 ± 1.25

LG3BP_HUMAN Galectin-3-binding protein 6 2.3 ± 1.3 2.2 ± 1.3

MASP1_HUMAN Mannan-binding lectin serine protease 1 3 0 0.8 ± 0.63

MED12_HUMAN Mediator of RNA polymerase II transcription subunit 12 2 0.33 ± 0.47 2.6 ± 1.9

NEBU_HUMAN Nebulin 2 0.33 ± 0.3 0.2 ± 0.26

P66B_HUMAN Transcriptional repressor p66-beta 2 0.17 ± 0.24 0.4 ± 0.32

PLXB2_HUMAN Plexin-B2 2 0.5 ± 0.32 0.4 ± 0.32

PON1_HUMAN Paraoxonase-1 3 0.5 ± 0.32 0.8 ± 1

PRDX1_HUMAN Peroxiredoxin-1 2 0.17 ± 0.24 0.2 ± 0.26

PRG4_HUMAN Proteoglycan 4 4 0.67 ± 0.47 0.4 ± 0.52

PROP_HUMAN Properdin 4 0 0.8 ± 0.63

PROS_HUMAN Vitamin K-dependent protein S 12 2.8 ± 1.9 3.4 ± 3.5

THRB_HUMAN Prothrombin 11 0 10.4 ± 2.1 †

TRFE_HUMAN Serotransferrin 6 1 ± 1.4 0

TSP1_HUMAN Thrombospondin-1 2 0 0.8 ± 0.48

VTNC_HUMAN Vitronectin 4 0.5 ± 0.32 1.8 ± 1.1

VWF_HUMAN von Willebrand factor 5 1.3 ± 0.79 1.2 ± 1.3

Supplemental Data Table 1:  Average scan counts from FPLC-derived plasma and serum LDL fraction sets in three different individuals.  The average scan count ± standard error of the mean (SEM) is provided for each protein identified in the LDL fraction derived from both plasma and serum. (P < 0.001; * significantly higher in plasma; † significantly higher in serum).
