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 Spectrum Label: E11_4  -  Precursor: 1814.9329   Peptide Sequence: SYLVGYASPKADVEC*R  Score: 89.47         Spectrum Label: E11_4  -  Precursor: 1814.9329   Peptide Sequence: SYLVGYASPKADVEC*R  Score: 89.47        
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 Spectrum Label: E11_2  -  Precursor: 1579.8392   Peptide Sequence: RTAAPDAAKFPHAAR  Score: 92.77         Spectrum Label: E11_2  -  Precursor: 1579.8392   Peptide Sequence: RTAAPDAAKFPHAAR  Score: 92.77        
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 Spectrum Label: D13_2  -  Precursor: 1885.0342   Peptide Sequence: SMAPHINHIAATRNPVR  Score: 76.83         Spectrum Label: D13_2  -  Precursor: 1885.0342   Peptide Sequence: SMAPHINHIAATRNPVR  Score: 76.83        
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 Spectrum Label: D13_5  -  Precursor: 1693.9253   Peptide Sequence: RDPIIAEHGNTITTR  Score: 82.72         Spectrum Label: D13_5  -  Precursor: 1693.9253   Peptide Sequence: RDPIIAEHGNTITTR  Score: 82.72        
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 Spectrum Label: D5_6  -  Precursor: 2350.1924   Peptide Sequence: DIGTDYVDLYLIHDAKKTGGR  Score: 86.17         Spectrum Label: D5_6  -  Precursor: 2350.1924   Peptide Sequence: DIGTDYVDLYLIHDAKKTGGR  Score: 86.17        
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 Spectrum Label: D5_4  -  Precursor: 964.5203    Peptide Sequence: ALGLSNFSR  Score: 80.49  Spectrum Label: D5_4  -  Precursor: 964.5203    Peptide Sequence: ALGLSNFSR  Score: 80.49 
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 Spectrum Label: D9_8  -  Precursor: 1073.6525     Peptide Sequence: KIVHPPKVR  Score: 86...         Spectrum Label: D9_8  -  Precursor: 1073.6525     Peptide Sequence: KIVHPPKVR  Score: 86...        
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 Spectrum Label: D9_2  -  Precursor: 1587.7560   Peptide Sequence: EFPANEDHIAFAAR  Score: 91.38         Spectrum Label: D9_2  -  Precursor: 1587.7560   Peptide Sequence: EFPANEDHIAFAAR  Score: 91.38        
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