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 Spectrum Label: D9_5  -  Precursor: 1211.6324    Peptide Sequence: KIIYPAYTDK  Score: 91.20  Spectrum Label: D9_5  -  Precursor: 1211.6324    Peptide Sequence: KIIYPAYTDK  Score: 91.20 
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 Spectrum Label: D9_4  -  Precursor: 2153.1309   Peptide Sequence: ARIKGDVVKPDKSYAPKAIP  Score: 60.38         Spectrum Label: D9_4  -  Precursor: 2153.1309   Peptide Sequence: ARIKGDVVKPDKSYAPKAIP  Score: 60.38        
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 Spectrum Label: D12_7  -  Precursor: 1411.6318   Peptide Sequence: GFNIGATNADGSC*K  Score: 100.52         Spectrum Label: D12_7  -  Precursor: 1411.6318   Peptide Sequence: GFNIGATNADGSC*K  Score: 100.52        
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 Spectrum Label: D12_9  -  Precursor: 2622.2881   Peptide Sequence: EGGHVSISAVSRSEDLYRGDSDASK  S...: 90.56         Spectrum Label: D12_9  -  Precursor: 2622.2881   Peptide Sequence: EGGHVSISAVSRSEDLYRGDSDASK  S...: 90.56        

2524.10

2494.25

b20 [2115.93]

y15 [1685.73]

y14 [1598.72]
y13 [1442.64]

y11 [1226.55]

y10 [1111.53]

1052.60
y9 [998.46]

983.46

b10 [937.48]
y8 [835.38]

a7 [652.35]

b6 [567.24]
a6 [539.26]

456.20

b4, GHVS [381.15]

SAVS [327.14]

GHV [294.12]

b3, SR, RS, ISA [244.11]

GH [195.07]

a2, VS, SA, DA, AS [159.09]

H [110.08]

70.08

E G G H V S I S A V S R S E D L Y R G D S D A S K

K S A D S D G R Y L D E S R S V A S I S V H G G E

Miguel
Texto escrito a máquina
Spot S4 glucosidase



2/26/2010 5:15:46 PM Page 1 of 1

0 500 1000 1500 2000 2500
Mass

0

5000

10000

15000

20000

25000

30000

35000

40000

45000

50000

55000

60000
In

te
ns

ity

b

y

0 500 1000 1500 2000 2500
Mass

0

5000

10000

15000

20000

25000

30000

35000

40000

45000

50000

55000

60000
In

te
ns

ity

b

y

 Spectrum Label: D15_2  -  Precursor: 2657.4148   Peptide Sequence: AVLAHDAVVGFAETVPFVGVWHAHK  ...: 84.60         Spectrum Label: D15_2  -  Precursor: 2657.4148   Peptide Sequence: AVLAHDAVVGFAETVPFVGVWHAHK  ...: 84.60        
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 Spectrum Label: D15_4  -  Precursor: 2188.9692   Peptide Sequence: GELHNDAFALFYAWYFAPG  Score: 57.57         Spectrum Label: D15_4  -  Precursor: 2188.9692   Peptide Sequence: GELHNDAFALFYAWYFAPG  Score: 57.57        
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 Spectrum Label: D16_4  -  Precursor: 1936.8666   Peptide Sequence: SSSFPHWLTLSGSC*NTR  Score: 86.85         Spectrum Label: D16_4  -  Precursor: 1936.8666   Peptide Sequence: SSSFPHWLTLSGSC*NTR  Score: 86.85        
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 Spectrum Label: D16_6  -  Precursor: 993.4746    Peptide Sequence: SGASSWTAAR  Score: 63.67         Spectrum Label: D16_6  -  Precursor: 993.4746    Peptide Sequence: SGASSWTAAR  Score: 63.67        
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 Spectrum Label: E9_3  -  Precursor: 1688.9019   Peptide Sequence: ALSPHDSLTKDSYVR  Score: 71.34         Spectrum Label: E9_3  -  Precursor: 1688.9019   Peptide Sequence: ALSPHDSLTKDSYVR  Score: 71.34        
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 Spectrum Label: E9_7  -  Precursor: 1438.6901   Peptide Sequence: FGLFYAWYFPK  Score: 52.23         Spectrum Label: E9_7  -  Precursor: 1438.6901   Peptide Sequence: FGLFYAWYFPK  Score: 52.23        
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 Spectrum Label: D8_6  -  Precursor: 3647.6943   Peptide Sequence: KC*FPTEEDRRSGVDVYVVDTGLYTAHSEF...: 96.82         Spectrum Label: D8_6  -  Precursor: 3647.6943   Peptide Sequence: KC*FPTEEDRRSGVDVYVVDTGLYTAHSEF...: 96.82        
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 Spectrum Label: D8_9  -  Precursor: 2089.0500   Peptide Sequence: KTSGNFIASVASMSLGFESR  Score: 89.09         Spectrum Label: D8_9  -  Precursor: 2089.0500   Peptide Sequence: KTSGNFIASVASMSLGFESR  Score: 89.09        
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 Spectrum Label: D11_2  -  Precursor: 1419.7527   Peptide Sequence: KGIGYTTGAEPTPK  Score: 96.82         Spectrum Label: D11_2  -  Precursor: 1419.7527   Peptide Sequence: KGIGYTTGAEPTPK  Score: 96.82        
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 Spectrum Label: D11_3  -  Precursor: 1277.6554   Peptide Sequence: ASTPKKLYVDR  Score: 75.76         Spectrum Label: D11_3  -  Precursor: 1277.6554   Peptide Sequence: ASTPKKLYVDR  Score: 75.76        
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 Spectrum Label: E13_7  -  Precursor: 1557.7471   Peptide Sequence: FGHWSPNASLATAAK  Score: 90.87         Spectrum Label: E13_7  -  Precursor: 1557.7471   Peptide Sequence: FGHWSPNASLATAAK  Score: 90.87        
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 Spectrum Label: E13_4  -  Precursor: 1095.5828    Peptide Sequence: YGPLSFVKGK  Score: 74.14         Spectrum Label: E13_4  -  Precursor: 1095.5828    Peptide Sequence: YGPLSFVKGK  Score: 74.14        
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 Spectrum Label: E15_12  -  Precursor: 2694.2744   Peptide Sequence: GHGLYHDHSLFWENLAC*NLWPK  S...: 87.56         Spectrum Label: E15_12  -  Precursor: 2694.2744   Peptide Sequence: GHGLYHDHSLFWENLAC*NLWPK  S...: 87.56        
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 Spectrum Label: E15_3  -  Precursor: 2136.1079   Peptide Sequence: SYIPPLPYAYDAIEPAISR  Score: 82.72         Spectrum Label: E15_3  -  Precursor: 2136.1079   Peptide Sequence: SYIPPLPYAYDAIEPAISR  Score: 82.72        
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 Spectrum Label: E16_2  -  Precursor: 1954.9436   Peptide Sequence: SFDPIIKDTITKEYER  Score: 91.51         Spectrum Label: E16_2  -  Precursor: 1954.9436   Peptide Sequence: SFDPIIKDTITKEYER  Score: 91.51        
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 Spectrum Label: E16_5  -  Precursor: 1767.8699   Peptide Sequence: VAPHYLVLNGSGGLASGR  Score: 74.92         Spectrum Label: E16_5  -  Precursor: 1767.8699   Peptide Sequence: VAPHYLVLNGSGGLASGR  Score: 74.92        
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