Table 1  - Genes up-regulated during the secretory phase 

	ACCN.


	FOLD-

UP
	GENE
	BIOLOGICAL FUNCTION/ PATHWAY (NETAFFX)
	REGULATION BY P. IN ENDOMETRIUM (LITERATURE)

	T92248
	37.4
	SCGB1A1-secretoglobin (uteroglobin)
	Histogenesis and organogenesis.

Embryo implantation.
	Up-regulated in luteal phase. [40]

	AI885852
	33.7
	HIST2H2AA -histone 2, H2aa
	
	P-dependent during receptive stage. [41]

	X63187
	27.5
	WFDC2-WAP four-disulfide core domain 2
	Proteolysis and peptidolysis.
	

	M23533
	17.8
	ADRA2A -adrenergic, alpha-2A-, receptor
	Positive regulation of proliferation.
	

	D10495
	6.1
	PRKCD -protein kinase C, delta
	Regulator of cell growth, differentiation and apoptosis.
	

	S76617
	5.7
	BLK -B lymphoid tyrosine kinase
	Protein phosphorylation / kinase cascade.
	

	AB023136
	4.3
	SEC15L2-SEC15-like 2 
	
	

	U51333
	4.3
	HK3-hexokinase 3 
	Glycolysis.
	

	L19559
	3.8
	PLK -polo-like kinase 
	Regulation of cell cycle, mitosis and proliferation.
	Up-regulated in early secretory phase. [42]

	U15422
	3.4
	PRM2-protamine 2
	DNA packaging. Chromosome organization and biogenesis.
	

	L13972
	3.4
	SIAT4A -sialyltransferase 4A 
	Protein amino acid glycosylation.

Globoside metabolism.
	

	AB018247
	3.3
	APBB3-amyloid ( precursor protein-binding B3
	
	

	D10995
	3.3
	HTR1B -5-hydroxytryptamine receptor 1B
	G-protein signaling.
	

	U78876
	3.2
	MAP3K3-mitogen-activated protein kinase k.k. 3
	MAPK signaling pathway
	

	M74091
	3.2
	CCNC -cyclin C
	Regulation of cell cycle. Cytokinesis. Regulation of transcription, DNA-dependent.
	

	W26854
	3.1
	GORASP2-Golgi reassembly stacking protein 2
	
	

	NM133491
	3.0
	SAT -Spermidine/Spermine acetyltransferase 2
	Polyamine metabolism/catabolism pathway.
	Progesterone-regulated at peri-implantation [43,44] [20]

	L38707
	2.9
	DGKQ -diacylglycerol kinase, theta 110kDa
	Protein kinase C activation. Neuropeptide signaling pathway. Intracellular signaling cascade.
	

	K01383
	2.8
	MT1G -metallothionein 1G
	
	Up-regulated during window of implantation [11] 

	M58600
	2.8
	SERPIND1-serine(or cytokine) proteins inhibitor D1
	Chemotaxis. Blood coagulation.
	

	W27522
	2.8
	TGOLN2-trans-Golgi network protein 2
	
	

	X54304
	2.7
	MRCL3-myosin regulatory light chain MRCL3
	Regulation of smooth muscle contraction. Muscle development.
	

	Z99716
	2.7
	NAGA -N-acetylgalactosaminidase, alpha-
	Carbohydrate metabolism
	

	U33429
	2.6
	KCNAB2-potassium voltage-gated channel beta 2
	Ion transport. Potassium ion transport.
	

	AF037331
	2.6
	EPHB1-Eph receptor B1
	Protein amino acid phosphorylation. Transmembrane receptor protein tyrosine kinase signalling pathway. Neurogenesis
	

	D26528
	2.5
	DEAD/H 7 (RNA helicase, 52kDa)
	
	

	U24153
	2.5
	PAK2-p21 (CDKN1A)-activated kinase 2
	Protein amino acid phosphorylation. Negative regulation of protein kinase activity. 
	

	AF059531
	2.5
	PRMT3-protein arginine N-methyltransferase 3
	N-terminal protein amino acid methylation
	

	M10942
	2.5
	MT2A -metallothionein 2A
	Copper ion homeostasis
	

	AF001434
	2.5
	EH-domain containing 1
	
	

	Z33905
	2.4
	  RAPSN -receptor-

  associated

  synapse

  protein43kD
	Synaptic transmission
	

	D28483
	2.3
	RBMS2-RNA binding, s.s. interacting protein 2
	RNA processing. Regulation of translation.
	

	M17446
	2.2
	FGF4-fibroblast growth factor 4 
	Oncogenesis. Cell-cell signalling. Positive regulation of cell proliferation.
	

	U14658
	2.2
	PMS2- postmeiotic segregation increased 2 
	Mismatch repair. Negative regulation of cell cycle
	

	AA810792
	2.2
	MPHOSPH9-M-phase phosphoprotein 9
	
	

	S78203
	2.1
	SLC15A2-solute carrier family 15, member 2
	
	

	L36719
	2.0
	MAP2K3-mitogen-activated protein kinase kinase 3
	Protein amino acid phosphorylation. 
	

	X04470
	2.0
	SLPI -secretory leukocyte protease inhibitor 
	Inhibits protease degradation of epithelial cells.
	Expressed during window of receptivity. [35,36]
[19,21]

	AI201310
	2.0
	S100A10-S100 calcium binding protein A10 
	Regulation of cell cycle progression and differentiation.
	


ACCN. : GenBank accession number
