Trx binding domain TRAF binding domain 14-3-3 blndlng region
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hASK1: 813 [TYSGVLKISDFGTSK RLAGINPC TETFT GTLQYMAPE 849
mASK1: 820 TYSGVLKISDFGTSK RLAGINPC TETFT GTLQYMAPE 856
hASK2: 781 TFSGLLKISDFGTSK RLAGITPC TETFT GTLQYMAPE 817
DASK1: 722 TYSGVVKISDFGTSK RLARINPM TETFT GTLQYMAPE 758
NSY-1: 810 TYSGVCKISDFGTCK RLAGLNPV TETFT GTLQYMAPE 836
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