Tumour Suppressor miRNAs
MicroRNA Transcription Gene alteration ) )
Promotor Hypermethylation/Deactylation Over Expression of Oncogenic mRNAs
CI IOPLASM Homogygous/Hetrotogygous deletion e.g. Ras, Bcl2, Mcl1

Mutation or Pleomorphism

Exportin induced
transport to cytoplasm

3 miRNAs /RISC miRNAs /RISC
pairs with mRNA pairs open
| molecules at 3’ reading frame
Gene UTR cau'sing sequences
translational (ORF) causing
repression or cleavage
N@@L{E@S cleavage of mRNA
5' 3 ,
Pre-miRNA <
Chromosome I
DICER
Processing 5" 3'
Pre-miRNA
Drosha 5' — .
Processing Pri-miRNA 2
Loss of miRNAs /RISC
Dicer pairs target
mRNA at5”
Protein coding Gene UTR causin
Loss of : RISC I 8 I
'T 111111 Translationa
B Drosha Dependent Activation
DICER o.n
gl 111 Activity
- 3! Altered RISC
3 Pairing /Loading
Active loadi
Transcription Regulation 3::: Rolzgmg
RISC independent Function
3
5 [ | ?? Altered RISC
3' independent function 5'
2 I I I I I I Mature miRNA ’
miRNA / miRNA* . '
Mature miRNA 5
Duplex Decoy
| RISC independent Function | LLLLLLLI LI LIV LI o o
Activity
| Target mRNA Binding Proteins |




