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strand S1 strand S2 strand S3 strand S4 strand S5

- EG T T V L L F Q F GM N A S S - - - - - - S R F F L QG I Q L N T I L - - - - - - P - D A R D P A F K A A NG S L R A L Q A T VG N S Y K C N A E E H V R V T - - - - - - -N N

- S T I K Y L D F V F A V K N E - - - - - - - N R F Y L K E V N I SM Y L - - - - - - - - - V NG S V F S I A N N N L S YWD A P L G S S YM C N K EQ T V S V S - - - - - - -N NN

- Q - GG F V N L T F T K D E - - - - - - - - E S Y Y I S E VG A Y L T V -- - - - -S D P - - E T I YQG I K H A V VM F Q T A VG H S F K C V S EQ S L Q L S - - - - - - -N

V D R A Y A L KM L F V K E S H NM S KG P E A T WR L S K VQ F V Y D S S E K T H F K D A V S AG K H T A N S H H L S A L V T P AG K S Y E CQ AQQ T I S L A S S D PQ - -N

- P - YG H L S F G F MQ D L QQ - - - - - - K V V Y L S YM A V E Y N V - - - - S F P H A A - QWT F S AQ N A S L R D L Q A P L GQ S F S C S N S - S I I L S - - - - - - -N N N

- G RG H T L T L N F T R N A - - - - - - - - T R Y S VQ L M S F V Y N L S D T H L F P N A S S K E I K T V E S - - I T D I R A D I D K K Y R C V SG T Q V HM - - - - - - - -N N N N

- G PG F SW I A N F T K A A - - - - - - - - S T Y S I D S V S F S Y N T G D N T T F P D A E D KG I L T V D E - - L L A I R I P L N D L F R C N S L S T L E K - - - - - - - -N N

strand S6 strand S7 strand S8 S9
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LAMP-1
LAMP-2

TRCEQDRPSPTTAPPAPPSPSPSPVPKSP---SVDKYNVSGTNGTC
FLCDKDKTSTVAPTIHTTVPSPTTTPTPKEKPEAGTYSVNNGNDTC
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220DC-LAMP                             PSSVKTGIYQVLNGSRLC
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