
Additional File 1. Crossing scheme of medfly lines carrying driver and effector constructs.
tTA is expressed in all the lines, but at variant levels. Detected hidAla5 expression in progeny of the combinations is indicated with (H). Transheterozygous
combinations with detectible reduction of progeny are marked in green. These five combinations and in addition one representative of each other driver  

construct crossed to the effector construct TREhs43-hidAla5_F1m2 (indicated in bold) were choosen to generate homozygous lethality lines (LLs).
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