Additional file 3 - Primer specifications for cone opsin genes

Primer ° GC Tm © Annealing  Product b Input PCR

Target Primer Sequence @ (bp) (%) (°C) site (bp) Location templated

Sws1 UvFs  ACALCEETOAMG 20 60 5559  655-674 148 Exonlll  AF191222
URz  ASTASCISGGOAG 20 55 5496  802-783 148

Swszb  Blue2F2b S LTSTECTCTCT 21 57 5596  437-457 151 Exon|  AF317674
Blue2R2h S ACACCT 20 55 5329  587-568 151

SWS2a  BluelFla gommacng o 20 60 5394 1267-1286 156 Exon IV AF247114
BluelRla Ao CAGAAA 20 50 5235 14221403 156

RH2b o Pac ~ GCCTTCTCATIAC 20 45 4837  165-184 357 Exon -l DQO88645
R RSCARSRACCACA 20 50 5193  521-502 357

RH2a  GreenlF4 o CASARGGAAGT 5 55 532 1160-1179 187 Exon IV AF247122
GreenlR3  ASCATCTACATAA 22 45 5351 1346-1325 187

LWS RedFla JJACSCTCCCAAT g 50 4857  853-870 271 Exon|  AF247126
RedRo  CCCCTCAAAGATA 21 48 5115 11231103 271

® Tails associated with restriction sites were removed from the original primer sequences [8,15]
with an exception of the RH2b primer sequence that was designed in our lab.
® Length in base pairs.
¢ Melting temperature.

4 Accession numbers of gene sequences used to assess the specificity of primers.



