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List of Amino Acid Pairs, Proteomic Codes & Physicochemical Properties 
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Main Physicochemical Properties of Amino Acids

HP_1 pl1 MW-57_2  HP_2
1.0 6.0 14.0 1.0
1.0 6.0 99.0 75
1.0 6.0 57.0 27
1.0 6.0 58.0 3.0
1.0 6.0 46.0 02
1.0 6.0 71.0 29
1.0 6.0 72.0 26
1.0 6.0 0.0 07
1.0 6.0 80.0 =T
1.0 6.0 56.0 31
1.0 6.0 56.0 22
1.0 6.0 71.0 46
1.0 6.0 74.0 1.1
1.0 6.0 90.0 25
1.0 6.0 40.0 03
1.0 6.0 30.0 24
1.0 6.0 44.0 08
1.0 6.0 129.0 15
1.0 6.0 106.0 0.1
1.0 6.0 420 23
75 108 14.0 1.0
75 10.8 99.0 75
75 10.8 57.0 D7
75 10.8 58.0 3.0
75 108 46.0 02
75 10.8 71.0 29
75 10.8 72.0 26
75 10.8 0.0 07
75 10.8 80.0 17
75 10.8 56.0 31
75 10.8 56.0 22
75 10.8 71.0 46
75 108 74.0 1.1
75 10.8 90.0 25
75 10.8 400 03
75 10.8 30.0 EE|
75 10.8 44.0 08
75 10.8 129.0 15
75 10.8 106.0 0.1
75 10.8 420 23
27 5.4 14.0 1.0
27 54 99.0 75
27 5.4 57.0 27
27 5.4 58.0 3.0
27 5.4 46.0 02
o7 54 71.0 29
27 5.4 72.0 26
27 5.4 0.0 07
27 5.4 80.0 37
27 54 56.0 31
27 5.4 56.0 22
27 5.4 71.0 46
27 5.4 74.0 1.1
o7 54 90.0 25
27 5.4 40.0 03
27 5.4 30.0 3
27 5.4 44.0 08
27 54 129.0 15
27 5.4 106.0 0.1
27 5.4 420 23
3.0 2.8 14.0 1.0
3.0 2.8 99.0 75
3.0 2.8 57.0 27
3.0 238 58.0 3.0
3.0 28 46.0 02
3.0 2.8 71.0 29
3.0 2.8 72.0 26
3.0 238 0.0 07
3.0 2.8 80.0 2.7
3.0 2.8 56.0 31
3.0 2.8 56.0 22
3.0 238 71.0 46
3.0 28 74.0 1.1
3.0 2.8 90.0 25
3.0 2.8 40.0 03
3.0 238 30.0 EE
3.0 2.8 440 08
3.0 2.8 129.0 15
3.0 2.8 106.0 01
3.0 238 42,0 23
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Indices
sCl ccl
6.6 10.4
18.6 131
12.7 10.1
12.8 8.6
14 9.9
14.7 10.2
14.8 8.9
4.7 10.4
15.9 11.3
125 10.4
125 10.4
14.7 12.5
15.1 10.3
173 10.2
10.3 10.7
8.9 10.3
10.9 10.4
17.2 10.4
19.6 10.3
10.6 10.4
18.6 13.1
9.4 31
15.4 14.4
15.2 19.9
16.9 15:1
134 13.9
132 19.0
16.6 13.2
124 9.8
15.5 13.3
155 13:2
134 52
13.0 13.7
10.7 14.2
17.7 1231
19.2 13.8
17.2 134
52 132
8.5 13.8
17.5 13:2
127 10.1
15.4 14.4
18.7 9.6
18.9 72
172 9.3
193 9.8
19.2 7.6
10.7 10.1
18.0 11.5
18.6 10.0
18.6 10.1
193 134
18.9 9.9
16.6 9.6
16.3 10.5
14.9 9.8
16.9 10.0
1.1 10.1
14.4 9.8
16.6 10.1
12.8 8.6
15.2 19.9
18.9 72
19.0 0.9
13 6.4
19.2 7.8
19.0 2.0
10.9 8.6
149 12.4
18.7 8.4
18.7 8.6
192 17.5
18.7 8.0
16.5 7.4
16.5 9.8
15.1 79
17.0 8.3
11.0 8.6
14.2 7.8
16.8 8.6

HCI
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171
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10.7
171
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C: complementary, RC: reverse & complementary, MW: molecular weight, HP: hydropathy index, pl: isoelectric point
NF: Natural Frequency, SCI & CCI & HCI: Size- & Charge- & Hydropathy Compat

ity Indices.

P: the indicated PC is Possible, N: the indicated PC is Not possible
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Main Physicochemical Properties of Amino Acids

HP_1 pl1 MW-57_2  HP_2
02 5.1 14.0 1.0
02 5.1 99.0 75
02 5.1 57.0 217
02 5.1 58.0 3.0
02 5.1 46.0 02
02 5.1 71.0 29
02 5.1 72.0 26
02 5.1 0.0 07
02 5.1 80.0 =17
02 5.1 56.0 31
02 5.1 56.0 22
02 5.1 71.0 46
02 5.1 74.0 1.1
02 5.1 90.0 25
02 5.1 400 03
02 5.1 30.0 Ad
02 5.1 440 08
02 5.1 129.0 15
02 5.1 106.0 0.1
02 5.1 420 23
29 57 14.0 1.0
29 57 99.0 75
29 57 57.0 27
29 57 58.0 3.0
29 57 46.0 02
29 57 71.0 29
29 57 72.0 26
29 57 0.0 07
29 57 80.0 A7
29 57 56.0 31
29 57 56.0 22
29 57 71.0 46
29 57 74.0 e
29 57 90.0 25
29 57 400 03
29 57 30.0 EE)
29 57 440 08
29 57 129.0 15
29 57 106.0 0.1
29 57 420 23
26 32 14.0 1.0
26 32 99.0 75
26 32 57.0 =207
26 32 58.0 3.0
26 32 46.0 02
26 32 71.0 29
26 32 72.0 26
26 32 0.0 07
26 32 80.0 A7
26 32 56.0 31
26 32 56.0 22
26 32 71.0 46
26 32 74.0 1.1
26 32 90.0 25
26 32 400 03
26 32 30.0 11
26 32 440 08
26 32 129.0 15
26 32 106.0 0.1
26 32 420 23
07 6.0 14.0 1.0
07 6.0 99.0 75
07 6.0 57.0 27
07 6.0 58.0 3.0
07 6.0 46.0 02
07 6.0 71.0 29
07 6.0 72.0 26
07 6.0 0.0 07
07 6.0 80.0 AT
07 6.0 56.0 31
07 6.0 56.0 22
07 6.0 71.0 46
07 6.0 74.0 1.1
07 6.0 90.0 25
07 6.0 400 03
07 6.0 30.0 BT
07 6.0 440 08
07 6.0 129.0 15
07 6.0 106.0 0.1
07 6.0 420 23
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7.6
5.9
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0
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5.1
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3.2
6.0
7.6
59
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9.7
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55
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6.0
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11
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43
6.4
2.1
24
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2.1
4.3
24
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43
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Indices
sCl ccl
| 9.9
16.9 151
17.2 9.3
17:3 6.4
15.6 8.9
19.2 o5
19:3 6.9
9.2 9.9
19.6 11.6
17.0 9.8
17.0 9.9
19.2 14.0
19.6 9.6
18.2 9.4
14.8 10.4
134 9.6
15.4 9.8
12.7 9.9
15.9 9.5
151 9.9
14.7 10.2
134 13.9
193 9.8
19:2 7.8
19.2 95
173 10.0
17.2 8.1
12.7 10.2
16.1 114
19.4 10.2
19.4 10.2
173 1341
16.9 10.0
14.7 9.8
18.3 10.6
16.9 10.0
18.9 10.1
9.2 10.2
124 10.0
18.6 10.2
14.8 8.9
13.2 19.0
19.2 7.6
19.0 2.0
19:3 6.9
17.2 8.1
17.0 3.0
12.8 8.8
15.9 123
193 8.7
19.3 8.8
17.2 16.8
16.8 8.3
14.5 7.8
18.5 9.9
17.0 8.2
19.0 8.6
9.0 8.8
123 8.2
18.7 8.8
4.7 104
16.6 132
10.7 10.1
10.9 8.6
9.2 9.9
12.7 10.2
12.8 8.8
27 10.4
13.9 11.3
10.6 10.4
10.6 10.4
127 12.6
1341 10.3
15.4 10.1
8.3 10.7
6.9 10.2
8.9 10.3
19:2 10.4
17.6 10.2
8.6 104

HCI

18.5
6.3

14.9
14.3
20.0
14.5
15.0
19.1
16.6
14.7
16.4
15
18.3
15.8
19.2
177
18.4
17.6
19.8
16.2

13.0
1.8
19.6
19.8
14.5
20.0
19.5
13.6
17.8
9.2

10.9
17.0
12.8
10.3
15.3
16.8
16.1
121
14.7
10.7

13.5
12
19.8
19.3
15.0
19.5
20.0
14.1
18.4
9.8

1.4
16.4
13.4
10.9
15.9
17.3
16.7
127
15.2
1.2

19.4
5.4

14.0
13.4
19.1
13.6
14.1
20.0
15.8
15.6
17.3
10.6
19.2
16.7
18.3
16.8
17.5
18.5
18.9
171

C: complementary, RC: reverse & complementary, MW: molecular weight, HP: hydropathy index, pl: isoelectric point

NF: Natural Frequency, SCI & CCI & HCI: Size- & Charge- & Hydropathy Compatibility Indices.
P: the indicated PC is Possible, N: the indicated PC is Not possible
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Main Physicochemical Properties of Amino Acids

HP_1 pl1 MW-57_2  HP_2
A7 76 14.0 1.0
A7 76 99.0 75
7 76 57.0 27
AT 76 58.0 3.0
A7 76 46.0 02
AT 76 71.0 29
17 76 72.0 26
ET] 76 0.0 07
A 76 80.0 AT
A7 76 56.0 31
7 76 56.0 22
AT 76 71.0 46
A7 76 74.0 1.1
AT 76 0.0 25
17 76 400 03
ET] 76 30.0 EE]
A 76 44.0 08
A7 76 129.0 15
7 76 106.0 0.1

-1.7 7.6 42.0 23

3.1 59 14.0 10
3.1 59 99.0 -7.5
3.1 5.9 57.0 -2.7
3.1 5.9 58.0 -3.0
3.1 5.9 46.0 0.2
3.1 5.9 71.0 -2.9
3.1 5.9 72.0 -2.6
3.1 5.9 0.0 0.7
3.1 59 80.0 -1.7
3.1 59 56.0 3.1
3.1 5.9 56.0 22
3.1 5.9 71.0 -4.6
3.1 5.9 74.0 41
3.1 5.9 90.0 25
3.1 5.9 40.0 -0.3
3.1 5.9 30.0 -11
3.1 59 44.0 -0.8
3.1 59 129.0 15
3.1 5.9 106.0 0.1
3.1 5.9 42.0 2.3
22 6.0 14.0 1.0
22 6.0 99.0 -7.5
P2 6.0 57.0 -2.7
22 6.0 58.0 -3.0
22 6.0 46.0 0.2
22 6.0 71.0 -2.9
2:2 6.0 72.0 -2.6
22 6.0 0.0 0.7
22 6.0 80.0 -1.7
22 6.0 56.0 3.1
P2 6.0 56.0 22
22 6.0 71.0 -4.6
22 6.0 74.0 14
22 6.0 90.0 25
2:2 6.0 40.0 -0.3
22 6.0 30.0 -1.1
22 6.0 44.0 -0.8
22 6.0 129.0 15
P2 6.0 106.0 0.1
222 6.0 42.0 2.3
-4.6 9.7 14.0 1.0
-4.6 9.7 99.0 -7.5
-4.6 9.7 57.0 -2.7
-4.6 9.7 58.0 -3.0
-4.6 9.7 46.0 0.2
-4.6 9.7 71.0 -2.9
-4.6 9.7 72.0 -2.6
-4.6 9.7 0.0 0.7
-4.6 9.7 80.0 -1.7
-4.6 9.7 56.0 3.1
-4.6 9.7 56.0 22
-4.6 9.7 71.0 -4.6
-4.6 9.7 74.0 11
-4.6 9.7 90.0 2.5
-4.6 9.7 40.0 -0.3
-4.6 9.7 30.0 -11
-4.6 9.7 44.0 -0.8
-4.6 9.7 129.0 15
-4.6 9.7 106.0 0.1
-4.6 9.7 42.0 23

pl_2

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
5.9
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
5.9
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

6.0
10.8
5.4
2.8
51
57
3.2
6.0
7.6
5.9
6.0
9.7
57
55
6.5
5
59
6.0
57
6.0

3.2
48
1.6
1.6
16
16
1.6
3.2
16
2.4
4.8
1.6
0.8
16
3.2
48
3.2
0.8
16
3.2

Indices
scCl ccl
15.9 11.3
121 9.8
18.0 115
17.9 12.4
19.6 11.6
16.1 114
159 123
13.9 11.3
14.8 10.8
18.2 114
18.2 11.3
16.1 10.1
15.6 11.4
134 115
19.6 11.2
18.2 114
19.9 11.4
7.9 11.3
111 114
19.9 11.3
125 10.4
155 13.3
18.6 10.0
18.7 8.4
17.0 9.8
194 10.2
193 8.7
10.6 10.4
18.2 114
18.5 10.3
18.5 10.4
194 127
19.0 10.2
16.8 10.1
16.2 10.7
14.8 10.2
16.8 10.3
113 10.4
14.5 10.2
16.5 10.4
125 10.4
15:5 13.2
18.6 10.1
18.7 8.6
17.0 9.9
19.4 10.2
193 8.8
10.6 10.4
18.2 11.3
18.5 10.4
18.5 10.4
19.4 12.6
19.0 10.3
16.8 10.1
16.2 10.7
14.8 10.2
16.8 10.4
13 10.4
14.5 10.2
16.5 10.4
14.7 12.5
134 52
19.3 134
19.2 17.5
19.2 14.0
17.3 13.1
172 16.8
127 12.6
16.1 10.1
19.4 12.7
19.4 12.6
173 6.8
16.9 12.9
14.7 13.3
18.3 11.8
16.9 13.0
18.9 12.7
9.2 12.6
124 13.1
18.6 12.6

HCI

15.2
9.6

18.2
T
16.6
17.8
18.4
15.8
20.0
1.4
13.0
14.8
15.0
125
17.5
18.9
18.3
14.3
16.8
12.8

16.2
1.0
9.6
9.1
14.7
9.2
9.8
15.6
1.4
20.0
18.4
6.2
16.4
18.9
13.9
12.5
131
171
14.6
18.6

17.8
2.6

12
10.7
16.4
10.9
1.4
17.3
13.0
18.4
20.0
7.8

18.0
19.5
15.5
14.1
14.7
18.7
16.2
19.8

10.0
14.8
16.6
171
1.5
17.0
16.4
10.6
14.8
6.2

7.8

20.0
9.8

7.3

12.3
13.7
13.1
9.1

1.6
7.6

C: complementary, RC: reverse & complementary, MW: molecular weight, HP: hydropathy index, pl: isoelectric point

NF: Natural Frequency, SCI & CCI & HCI: Size- & Charge- & Hydropathy Compatibility Indices.
P: the indicated PC is Possible, N: the indicated PC is Not possible
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Main Physicochemical Properties of Amino Acids

HP_1 pl1 MW-57_2  HP_2
] 57 14.0 1.0
] 57 99.0 75
1 57 57.0 217
i 57 58.0 3.0
] 57 46.0 02
1.1 57 71.0 29
1.1 57 72.0 26
] 57 0.0 07
] 57 80.0 17
] 57 56.0 31
1 57 56.0 210
i 57 71.0 46
] 57 74.0 1.1
1.1 57 90.0 25
1.1 57 400 03
] 57 30.0 Ad
] 57 440 08
] 57 129.0 15
1 57 106.0 0.1
i 57 420 23
25 55 14.0 1.0
25 55 99.0 75
25 55 57.0 27
25 55 58.0 3.0
25 55 46.0 02
25 55 71.0 29
25 55 72.0 26
25 55 0.0 07
25 55 80.0 A7
25 55 56.0 31
25 55 56.0 22
25 55 71.0 46
25 55 74.0 1.1
25 55 90.0 25
25 55 400 03
25 55 30.0 R
25 55 440 08
25 55 129.0 15
25 55 106.0 0.1
25 55 420 23
03 65 14.0 1.0
03 65 99.0 75
03 65 57.0 =27
03 65 58.0 3.0
03 65 46.0 02
03 65 71.0 29
03 65 72.0 26
03 65 0.0 07
03 65 80.0 A7
03 65 56.0 31
03 65 56.0 22
03 65 71.0 46
03 65 74.0 1.1
03 65 90.0 25
03 65 40.0 03
03 65 30.0 44
03 65 440 08
03 65 129.0 15
03 65 106.0 0.1
03 65 420 23
11 57 14.0 1.0
14 57 99.0 75
ER 57 57.0 27
o 57 58.0 3.0
11 57 46.0 02
14 57 71.0 29
A 57 72.0 26
14 57 0.0 07
11 57 80.0 AT
14 57 56.0 31
ER 57 56.0 22
o 57 71.0 46
11 57 74.0 1.1
14 57 90.0 25
A 57 400 03
14 57 30.0 BT
11 57 440 08
14 57 129.0 15
ER 57 106.0 0.1
A 57 420 23

plL2

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
59
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
5.1
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
59
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

NF*/1k

11
16
0.5
0.5
0.5
0.5
0.5
11
0.5
0.8
16
0.5
0.3
0.5
11
16
1.1
0.3
0.5
14

4.3
6.4
2.1
2.1
2.4
24
2.1
43
24
3.2
6.4
2.1
14
24
4.3
6.4
43
14
2.1
43

6.4
9.7
3.2
3.2
3.2
3.2
3.2
6.4
3.2
4.8
9.7
3.2
16
3.2
6.4
9.7
6.4
16
3.2
6.4

Indices
sCl ccl
15.1 10.3
13.0 13.7
18.9 99
18.7 8.0
19.6 9.6
16.9 10.0
16.8 8.3
1341 10.3
15.6 114
19.0 10.2
19.0 10.3
16.9 12.9
16.5 10.1
14.2 9.9
18.7 10.6
173 10.1
19.3 10.2
8.7 10.3
12.0 10.1
19.0 10.3
173 10.2
10.7 14.2
16.6 9.6
16.5 7.4
18.2 9.4
14.7 9.8
14.5 7.8
15.4 10.1
134 115
16.8 10.1
16.8 10.1
14.7 133
14.2 9.9
12.0 9.7
19.0 10.6
19.6 9.9
18.5 10.0
6.5 10.1
9.7 9.9
18.7 10.1
10.3 10.7
177 121
16.3 10.5
16.5 9.8
14.8 10.4
18.3 10.6
18.5 9.9
8.3 10.7
19.6 1.2
16.2 10.7
16.2 10.7
18.3 11.8
18.7 10.6
19.0 10.6
13.9 10.8
125 10.6
14.5 10.7
13:5 10.7
16.8 10.6
14.2 10.7
8.9 10.3
19:2 13.8
14.9 9.8
15.1 7.9
134 9.6
16.9 10.0
17.0 8.2
6.9 10.2
18.2 114
14.8 10.2
14.8 10.2
16.9 13.0
173 10.1
19.6 9.9
12:5 10.6
1.1 10.0
1341 10.2
14.9 10.2
18.2 10.0
12.8 10.2

HCI

19.8
4.6

13.2
127
18.3
12.8
13.4
19.2
15.0
16.4
18.0
9.8

20.0
17.5
17.5
16.1
16.7
19.3
18.2
17.8

17.3
2.1

10.7
10.1
15.8
10.3
10.9
16.7
12.5
18.9
19.5
7.3

17.5
20.0
15.0
13.5
14.2
18.2
15.7
19.6

17.7
T

15.7
15.1
19.2
15.3
15.9
18.3
17.5
13.9
15.5
12.3
17.5
15.0
20.0
18.5
19.2
16.8
19.3
15.4

16.2
8.5

171
16.6
17.7
16.8
17.3
16.8
18.9
12.5
14.1
13.7
16.1
13.5
18.5
20.0
19.4
15.3
17.9
13.9

C: complementary, RC: reverse & complementary, MW: molecular weight, HP: hydropathy index, pl: isoelectric point

NF: Natural Frequency, SCI & CCI & HCI: Size- & Charge- & Hydropathy Compatibility Indices.
P: the indicated PC is Possible, N: the indicated PC is Not possible
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106.0
106.0

42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0
42.0

Main Physicochemical Properties of Amino Acids

HP_1 plL1 MW-57_2  HP_2
08 59 14.0 1.0
08 59 99.0 75
08 59 57.0 27
08 59 58.0 3.0
08 59 46.0 02
08 59 71.0 29
08 59 72.0 26
08 59 0.0 07
08 59 80.0 A7
08 59 56.0 31
08 59 56.0 22
08 59 71.0 46
08 59 74.0 1.1
08 59 90.0 25
08 59 400 03
08 59 30.0 11
08 59 44.0 08
08 59 129.0 15
08 59 106.0 0.1
08 59 420 23
08 59 14.0 1.0
15 6.0 99.0 75
15 6.0 57.0 27
08 59 58.0 3.0
08 59 46.0 02
15 6.0 71.0 29
08 59 72.0 26
08 59 0.0 07
08 59 80.0 AT
15 6.0 56.0 31
15 6.0 56.0 22
08 59 71.0 46
08 59 74.0 1.1
08 59 90.0 25
15 6.0 40.0 03
15 6.0 30.0 EE
15 6.0 440 08
08 59 129.0 15
08 59 106.0 0.1
038 59 420 23
0.1 57 14.0 1.0
0.1 57 99.0 75
01 57 57.0 27
0.1 57 58.0 3.0
0.1 57 46.0 02
0.1 57 71.0 29
0.1 57 72.0 26
0.1 57 0.0 07
0.1 57 80.0 .7
0.1 57 56.0 31
01 57 56.0 22
0.1 57 71.0 46
0.1 57 74.0 1.1
0.1 57 90.0 25
0.1 57 40.0 03
0.1 57 30.0 ER]
0.1 57 44.0 08
0.1 57 129.0 15
01 57 106.0 0.1
0.1 57 420 23
23 6.0 14.0 1.0
23 6.0 99.0 75
23 6.0 57.0 27
23 6.0 58.0 3.0
23 6.0 46.0 02
23 6.0 71.0 29
23 6.0 72.0 26
23 6.0 0.0 07
23 6.0 80.0 17
23 6.0 56.0 31
23 6.0 56.0 22
23 6.0 71.0 46
23 6.0 74.0 14
23 6.0 90.0 25
23 6.0 400 03
23 6.0 30.0 BT
23 6.0 44.0 08
23 6.0 129.0 15
23 6.0 106.0 0.1
23 6.0 420 23

pl_2

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
59
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
5.9
6.0
9.7
57
55
6.5
57
59
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
5.9
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

6.0
10.8
5.4
2.8
5.1
57
3.2
6.0
7.6
59
6.0
9.7
57
55
6.5
57
5.9
6.0
57
6.0

NF*/1k

4.3
6.4
2.1
24
2.1
2.1
2.1
43
21
3.2
6.4
21
1
2.1
43
6.4
43
14
2.1
43

14
16
0.5
0.5
0.5
0.5
0.5
LB
0.5
0.8
1.6
0.5
0.3
0.5
11
16
1

43
6.4
2.1
2.1
24
2.1
2.1
43
241
3.2
6.4
2.1
14
2.1
43
6.4
43
11
2.1
43

Indices
scl ccl
10.9 104
172 134
16.9 10.0
17.0 8.3
15.4 9.8
18.9 10.1
19.0 8.6
8.9 10.3
19.9 11.4
16.8 10.3
16.8 10.4
18.9 127
19.3 10.2
18.5 10.0
14.5 10.7
13.1 10.2
15.1 10.3
13.0 10.4
16.2 10.1
14.8 10.3
172 10.4
52 132
111 10.1
11.0 8.6
12.7 9.9
9.2 10.2
9.0 8.8
19.2 104
7.9 113
11.3 10.4
113 10.4
92 12.6
8.7 10.3
6.5 10.1
135 10.7
14.9 10.2
13.0 104
1.0 104
4.2 10.2
13.2 10.4
19.6 10.3
8.5 13.8
14.4 9.8
14.2 7.8
15.9 9.5
124 10.0
12:3 8.2
17.6 10.2
.3 114
14.5 10.2
145 10.2
12.4 131
12.0 10.1
9.7 9.9
16.8 10.6
18.2 10.0
16.2 10.1
4.2 10.2
7.5 10.0
16.5 10.2
10.6 10.4
17.5 182
16.6 10.1
16.8 8.6
15.1 9.9
18.6 10.2
18.7 8.8
8.6 10.4
19.9 11.3
16.5 10.4
16.5 10.4
18.6 12.6
19.0 10.3
18.7 10.1
14.2 10.7
12.8 10.2
14.8 10.3
132 10.4
16.5 10.2
145 104

HCI

16.9
7.9

16.5
16.0
18.4
16.1
16.7
17.5
18.3
13.1
14.7
13.1
16.7
14.2
19.2
19.4
20.0
16.0
18.5
14.5

19.1
3.9

12.5
1.9
17.6
121
124
18.5
14.3
171
18.7
9.1

19.3
18.2
16.8
15.3
16.0
20.0
17.5
18.6

18.4
6.4

15.0
14.5
19.8
14.7
15.2
18.9
16.8
14.6
16.2
11.6
18.2
15.7
19.3
17.9
18.5
17.5
20.0
16.0

AT
2.4

11.0
10.5
16.2
10.7
1.2
171
12.8
18.6
19.8
7.6

17.8
19.6
15.4
13.9
14.5
18.6
16.0
20.0

C: complementary, RC: reverse & complementary, MW: molecular weight, HP: hydropathy index, pl: isoelectric point

NF: Natural Frequency, SCI & CCI & HCI: Size- & Charge- & Hydropathy Compatibility Indices.
P- the indicated PC is Possible N* the indicated PC ic Not nossible





