3’ end of viral DNA

Host genome
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MRC5SV (207 sites)
4 3 2 -1 1 2 3 4 5 6 7 8
A 80 | 60 | 133|110 | 98 | 117 | 140 | 273 | 30 | 98 | 120 | 195
T |103)265| 93 | 78 | 33 | 138|107 | 78 | 88 | 68 | 105 | 58
G |120]| 115|120 | 174 §219| 67 | 74 | 81 | 145 85 | 55 | 62
C |108| 55 | 48 | 46 | 81| 62 | 67 | 53 | 178 §143| 115 | 69
Jog,(P) 06 9.0 3.8 81 185 41 33 93 126 27 22 154
ATM(+) (147 sites)
4 3 2 41 1 2 3 4 5 6 71 8
A 84 | 59 | 108 | 99 | 75 | 82 | 120 | 148 | 33 | 94 | 138 | 176
T 106 | 278 | 115 | 61 | 40 | 185 ]| 110|101 | 91 | 94 | 75 | 54
G 97 | 87 | 139 | 194 §188 | 58 | 91 | 65 | 130 68 | 45 | 65
c 117 62 | 29 | 62 J130| 49 | 68 | 68 | 175§ 149 | 136 | 94
Jog,,(P) 02 76 41 77 89 92 09 31 79 19 42 75
ATM(-) (151 sites)
4 3 2 41 1 2 3 4 5 6 71 8
A 62 | 87 | 121 | 102 J100| 80 | 123 160 | 41 | 78 | 116 | 160
T |114)160| 66 | 59 | 21 | 258 | 100 | 105| 75 | 69 | 107 | 75
G 101|101 251 | 251 §183| 98 | 88 | 57 | 110 95 | 54 | 91
C |132]| 35| 66 |101 §126| 57 | 79 | 54 | 205§ 180 | 114 | 60
dog,(P) 1.7 59 35 29 104 38 06 56 108 52 15 45




