
AATTAAATGTATGATTCCATTTAGTCCCCAGAAAAAGGGGGGAATGAAAGACCCCCTACCCCAAAATTTAGCCAGCTACTGCAGTGGTGTCATTTCACAAGGCATGGAAAATTACTCAAG

TATGTTCCCATGAGATATAAGGAAGTTAGAGGCTAAAACAGGATATCTGTGGTTAAGCACCTGGGCCCCGGCTTGAGGCCAAGAACAGTTAAACCCCGGATATAGCTGAAACAGCAGAAG

TTTCAAGGCCGCTGCCAGCAGTCTCCAGGCTCCCCAGTTGACCAGAGTTCGACCTTCCGCCTCATTTAAACTAACCAATCCCCACGCCTCTCGCTTCTGTGCGCGCGCTTTCTGCTATAA

AACGAGCCATCAGCCCCCAACGGGCGCGCAAGT

Glasgow-1
KI261-I	 	 	 	 	 	 	 	 	 	 	      G(2)	    A	 	 	  C	 	    A
KI261-II	 	 	 	 	 	      A	      G		    G	 	 	 	     T
SP261-III
pKH11.1	 	 	 	 	 	 	 	 	 	 	       	    	 	 	  	 	    
pKH11.4	 	 	 	 	 	      A	      G		    G	  	   
pKH11.8	 	 	 	 	 	      		 	 	    G	 	 	 	 	 	       G   C
pKH11.9
pKH12.1	 	 	 	 	 	 	 	 	 	 	      G(2)	    A	 	 	  C	 	    A
pKH12.2	 	 	 	 	 	 	 	 	 	 	      G(2)	    A	 	 	  C	 	    A

LVb
Glasgow-1
KI261-I	    G	   -	 	 	 	 	   T	 	 	   A(1)	 	   A(3)A
KI261-II	 	   G(2)	     (2,3)A     C    A(2,3,4)	 	 	      (4)G	  C	   A(3)

SP261-III	 	 	     (2,3)AA(3)      A(2,3,4)	 	 	 	 	   	   A(3)	
pKH11.1	 	 	     (2,3)AA(3)      A(2,3,4)	 	 	 	 	 	   A(3)   
pKH11.4	        G(2)      (2,3)A     C    A(2,3,4)	 	 	      (4)G     C	    A(3)

pKH11.8	 	 	      (2,3)A     C    A(2,3,4) G(1,4)	  G(2)	      (4)G	 	   A(3)	 	     A	 	 	 	      A(3,4)	  
pKH11.9	 	 	      (2,3)AA(3)      A(2,3,4)	 	 	      (4)G     C	   A(3)

pKH12.1	    G    -	 	 	 	 	 	 	 	  A(1)	 	   A(3)A
pKH12.2	    G    -	 	 	      A(2,3,4)	 	 	 	 	 	   A(3)

CORE NF1 GRE

FLV-1
Glasgow-1
KI261-I	 	    A(1,2,3,4)

KI261-II	 	 	     	    T  A
SP261-III	 	 	 	    T	 	 	 	   G(2)	
pKH11.1	 	 	 	    T	 	 	 	 	       C(2)	 	 	 	 	 	 	    A(2,3)

pKH11.4	 	 	 	    T	 	 	 	 	        	 	 	 	 	 	 	    A(2,3) 
pKH11.8	 	 	 	    T	 	 	 	 	       C(2)	 	 	 	 	 	 	    A(2,3)	 	
pKH11.9	 	 	 	    T	 	 	 	 	 	 	 	 	 	 	                A(2,3)

pKH12.1	 	    A(1,2,3,4)	 	 	 	 	 	 	 	 	 	 	 	 	 	    A(2,3)	 	
pKH12.2	 	 	 	    T	 	 	 	 	       C(2)	 	 	 	 	 	 	    A(2,3)

Glasgow-1
KI261-I
KI261-II
SP261-III
pKH11.1
pKH11.4	 	     G 
pKH11.8	 	     G		 	 	 	 	 	 	  
pKH11.9	 	     G
pKH12.1	 	   G    G(3)       G(2,3)

pKH12.2

-200-250 -150

-100 -50

+1

-300-350 start U3

TATA boxCAT box
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