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Table 1 Nucleotide and amino acid differences in the nucleoprotein (N), matrix (M), fusion (F) and haemaglutinin (H) genes between the South African measles consensus B3.1 sequence and brain virus from 4 patients with MIBE





SACon, South African consensus sequence; Pat1, patient1; Pat2, patient2; Pat3, patient3; Pat4, patient4; n/d, not done.  Bold font indicates nucleotide that varies from consensus.  








