A
137701
137761
137821
137881
137941
138001
138061
138121

AGCACACGAC
CTTTTGGGAA

TTGGCGITCT

GTGTGTCGCG

ATGTCTCTGC

GCGCAGTCTG

GCATCTGGGG

GCCTCGTGGG

GGCTGTTCTT

GCCGCCACCC

ATCGGGGACC

TGCGGCCAAC

ACAACGGACC

CCTTAACGCA

CGCCCCAGTG

TCCCCTCACC

CCAGCCCCCT

GGGGGGCTTT

GCCGTCCCCC

TCGTAGTCGG

TGGGCTGTGC

GCCGTAGTCC

TGGGGGCGGC

ATGTCTGCTT

GAGCTCCTGC

GTCGTACGTG

CCGCGGGTGG

GGGCGTTACC

ATCCCTACAT

GTCGTATAA|

CGACACCACC
GGGGATGGGG

TTCCCCCCCC
AGCTGGCATG
GGGCAATGCG

CCCCCCCTTC
GTATAAATCA
GAGGGCACCC

TCCGCGTGGG
CCGGTGCGCC
AACAACACCG

TGATGTCGGG
CCCCAAACCA
GGCTAACCAG

GGACCCAGTT
TCCAAACTCC
TGTCCGGCAG
GAAATCCGTG

B
132601

132661
132721
132781
132841
132901
132961
133021
133081
133141
133201
133261
133321
133381
133441
133501
133561
133621
133681
133741
133801
133861
133921
133981
134041

CGGGCGGGGG
AGGCGCTTTT
CACGCGCAAG
TACAGCCTTG
CCAGGATGAA
TTTTCTGGAC
CGACCCCGAC
CCGGGTAAAC
GATGGGGCGG

GAAGCCACTG
GCGCCTTGTG
CGCAAGCGCC
GAGTCTGAGG
GCCCCCCGCA
ATGTCGGCGG
GACACGTCCG
CTGCGGCTCA
GTCCGGTCTA

TGGTCCTCCG
TAAAAGCGCG
CTTCCCGCCC
TCGAATCCGA
TCGGTGGCCG
AATCCACCAC
ACTGGTCTTA
CGAGCTCTCC
CCCGGGAAAC

GGACGTTTTC
GCGTCCCGCT
CCTCTCATCG
GACAGCATCG
TAGGGCCCCC
GGGGACGGAA
TGACGACATT
CGATCGGCGG
GCAGCCCCGG

TGGATGGCCG
CTCCGATCCC
GAGTCTGAGG
GATTCGACCG
CGGAGGCTTG
ACGGATGCGT
CCCCCACGAC

ACATTTCCCC
CGCCCCTGGG
TAGAATCCGA
AGTCTGGGGA
GGGGGCGGTT
CGGTGTCGGA
CCAAGCGGGC

GATGGGEITA TTTTICCTAA

GCCCCCACCC

CGTCGGCCCC

AAGCCCAAAT

GCAATGCTAC

GGCGCTCGGT

GCGCCAGGCC

CAGAGGCGGA

GCAGCGCACG

ATGGACCCCC

GACCTGGGCT

ACATGCGCCA

GTGTATCAAT

GGTCGCCCGG
CCTGATGGGA
GTCCGGCGGA
CGACGCCACC
GGAGTGTGAT
CGATGCCACC
GGAGGATGCC
GCGTCTGGAG
GCTGTCTGCG
GGCGGGTCGC
CACCGCCTGC
ACCCCCTTGT
ATGGCGGGAA
TGGCACCGGG

GACCCCCACG
TACTGCCGAG
ACCTGGGGCA
GCGGAACCCG
CTTAGTAATC
GATCTGGAGG
CCCTCCCCCG
GATGAGTTTG
GTCGTGGCCG
GCCGCAGAAG
CCCTATCCGT
ATGTCCCCAA
GGGCGGAGAG
GGCTAAAGGG

GCAGTGCCAA
CCCGTCTGGC
TGCACCTGCG
TGTGCAAGCT
TCGAGATTCA
CCGCCGGTTC
TTACGCTGGA
GGGAGTTTGA
ATACCAGCTC
ACCGCAAGTG
GCAGCGACAC
AATAAAAGAC
AAACAGACCA
TGGTAACCGG

CCGCCTGCGC
CCCGCGCACG
CAACACCATA
TCCTTGTTTG
TCTCAGCGCG
GGACCACACG
AACCCCAGAA
CTGGACCCCC
CGTGGAACGC
TCTGGACGGC
GTTTCTCCGG
CAAAATCAAA
CGCGGACATG
ATAGCAGATG

CAGCTGTTTC
CACCTGATAC
TGGTGCCGTT
CGGGAGGTGG
GAGACCAGAC
ACAAGCGATG
CTCGCGTCCC
CCCCGCGGGT
CAGGAGGGCT
CCGGGCCCAT
TGCCGGAAAA
CCGTGAGTCC
GCGTTTGTCC
GGGGGTGTTT
TGAGGAAGTC

GGGTCCTGCG
GCGACTGTTA
TGCTGCAGGT
AGGCTCGATT
GGTACGGCCC
ATGAAATCTC
AGTCCGACAC
CCCTCGCTGT
CCCAGCCCTG
CCGATTCTGG
TGCGCTTCTC
GGTCGCCCCG
CAGCGTCTTA
GGGGGTTTAT
GGGGCCGTTC

A

Probe

->
1

RT-PCR primers

>




