
 

 

 

Figure 2  Comparision of transcriptional regulatory elements in U3 area of reference strains.  

Sequences identical to HPRS-103 [3] are showed as dot (.) and the deletions are represented by 

dashes (-). The 19 bp novel insertion in the three isolates is marked and transcriptional regulatory 

elements in U3 area are boxed.  

 


