
 
 
 
 

 
 
Figure 2. Heatmap of differentially expressed genes. (A) Heatmap of 1745 
differentially expressed genes. Norms 1~7: normal lymphocytes 1~7, Trans 1~7: 
EBV-transformed lymphoblasts 1~7. Dendrograms showed that the differentially 
expressed genes ultimately clustered into two major branches, which indicated that 
the differentially expressed genes could distinguish normal PBLs and LCLs, and there 
existed significant difference between the expression patterns of two kinds of host cell 
genes. (B) Heatmap of 38 key controled genes: the 38 genes also clustered into two 
major branches, including 22 up-regulated genes and 16 down-regulated genes, and 
the expression of each genes can be notified. Up-regulated genes were labeled in red, 
down-regulated genes were labeled in green, genes showed no significant expression 
difference were labeled in black both in A and B. 
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