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Predicted nuclease of Sir2 family
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157878472 |Metaz|Homo sapiens 47 ICLVBABISTSAGIPBFRSPSTGLYDNLEK 48 KGLLLRCYTQNIDTLERIAGLEQ--— DIVFFGESLPARFFSCMQSDFLK--VDLLLVMETSLOVOPFASLISK
229540344 |Planc|Planctomyces limnophilus DSM 3776 27 MWML AS, IPEASDMIWEFKQRLEV 80 SDLTRILWTTNFDSLVADACAKVYG KNTDDELRHODVRLRQLLVECCR--RFGLVV, DSIMDALEE
148266052 |delta|Geobacter uraniireducens Rf4 27 MWLL AS, IPEAGDMVWEFKQQLFI 80 AQLTRLVWTTNFDPLVADACAKVYD KNTGDELRYQDQRLRQLLVDSCK--RFGL! DSIMDALEE
146337911 |Alphal|Bradyrhizobium sp- ORS278 27 MWLL AS. IPEAWDMIWEFKQQLYV 80 GARCQLVWTTNFDPLVADGCAKVYG KNTGDELREQDAKLRALLIDSCC--RWGLVAT VMDTLEA
188992492 | Gamma | Xanthomonas campestris B100 60 AWLL AS, IPEGYDMILDEKAKLYC 79 SSKAPCVFTTINFDPLIEESSLFASS KNTTSELASQDKDMRRAMVEACK--RFGL! VMEALES
146283522 | Gamma | Pseudomonas stutzeri A1501 22 AWLL AS, IPEGYSMILDEKKRLEC 79 TRRIPCVFTTNFDQLVETATTLTDQ KNTTDELREQDVRMRNALGASCA--RFGLVI VMAALTE
192360229 |Gamma|Cellvibrio japonicus Uedal07 22 AWFL AS, IPEGYSMILDFKKHLEC 79 TRRIPCAFTTNFDQLIETATTLTDQ KNTTDELKEQDARMRRVLGAACA--RFGLVI 'SIMAALTQ
209515879 |Betap|Burkholderia sp. H160 1 -----MPSAQRCIWEWKRDIFV 80 AGFLRTIWTTNFDGLVSRACTAANV KNTANELREQDLALREELLHELK--DYDLVVI| DSLMOVLSA
171321418 |Betap|Burkholderia ambifaria MEX-5 34 CLLL AST! P 80 AGCVRTIWTTNFDGLVARACTAADV KNTADELREQDAALRKEFLHELK--DYDLIVI]| LMRVLSA
91783256 |Betap |Burkholderia xenovorans LB400 34 MLFL ASM| Pl 80 SGLIQTVWTTNFDGLIARAAVATNL KNSPGELAQVEVQLRDSLIEALR--THT VMOAFRQ
170696578 |Betap|Burkholderia graminis C4DIM 1 MLFL ASMf PEANQCIWEWKRDIFL 80 SGLIQTVWTTNFDGLIARAAAATNL KNSSGELAQVEVQLRDSLIEALR--THT VMOAFHQ
218130589|Bacte|Bacteroides eggerthii DSM 20697 25 GFLLBABTSLSS) SDCIWDWKREIYC 80 YSIVESVWITNFDGMTERAAHOMNI KNTSSELDNQSEVECQVMTYYFT--TRHLVV. {SLMSALKN
154490798 |Bacte| Parabacteroides merdae ATCC 43184 27 GVLL ASISS! IaﬁNDCIWDWKFLIYQ 80 YGIVKSVWSTNFDGLVERAAQQANI KNTEKELDSQNSEFVSALRRYFV--DKNLITI| LMSALKE
39996462 |delta|Geobacter sulfurreducens PCA 21 MWFL| TSR L DIIWDLKHRYYC 81 MNQTKVVFTTNFDDVIETAFSDISG KNLTPDLQTNDREIHKCFLARAI--RFGL! NVMTMLRA
84701998 |Alpha|Parvularcula bermudensis HTCC2503 37 MWLL ASR IKEGWDMIWDEKRSIYR 80 KNLCDIVWTTNFDRLVEDAAAAKFE KNTASELQSQDETLRRALVDACR--TRGLAL VMEALTH
189499315|Chlor|Chlorobium phaeobacteroides BS1 25 IWFL| TSR] 1 NDITWDLKRRYYC 81 LGLTRMVFTTNFDEVLEAAFSNVAE KNLSVDLRDNDKQIEKCFLAAGN--RFGM TNVMAMEFS
229871911 |Bacte|Spirosoma linguale DSM 74 9 LFLL SRBA IPISS;MVD:{VQI\LILH 113 LGIGLKVFSLNYDLCFEKIVGQKTE INKLRAIDPYLFYIYEFRRFCFHPDLKLIICIGYSFSBDEINDIISO
229204038|Bacte|Pedobacter heparinus DSM 2366 11 IILL A S WSTOMITDIESLLKG 111 YTMPLRIFSLNYDMCVEENLGMENI ONKLQSYDPYLFYFYAFREACIRSE--LIVISEYGFYBOBIINDNLSS
Consensus 80%: hhhLGAGhS.s.Gh.s..phhhchpp.h.......... h..h@ohNE@D.hh.p.h...........hhphHGshp.pph........ Looo... h..h...hh...... hhh.GYS.pDpshhphhp.
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61679607 |Archa|Archaeoglobus fulgidus (1Y88) 17 LYFQGHMMA! [EEHGFETKTNVIVQEN---CVEQET (GERYMI} CEFHNIPVYTGL* ~KEAMYTY-ARFLDVEKHG--FTQ— —PWIFTNTKFS
194365750 | Gamma | Stenotrophomonas maltophilia R551-3 16 YRQFERLES. PLGGTGDEG! DSAGRTICFAYTVRA- - —DWRTKLRSDCNRVRDAGH--TPD— —VEVFACTEVI
150378393 |AlphalSinorhizobium medicae WSM419 10 PDDFENLSR! FTV-G. N DGSIILSAINHYLRSGES: ~KLKSKM--REERVSIDEL--APQ-— —RYILTTSVPL
16519676 |Alpha |Rhizobium sp- NGR234 10 PDDFENLSR! FTV-G. DGSIILSAINHYLRSGES: ~KLKSKM--REERVSIDEL--APQ— —RYILTTSVPL
162145848 |AlphalGluconacetobacter diazotrophicus PAl 5 10 HSQFEDLER! FPE-GP! AINHYLRSGSV- -KLLSKM--KAERASIDGL--GPS— —RYILTTSATL
119855143 |Actin|Mycobacterium sp. 10 SAHIGDAGI HMR--VSAMGHVWHAR - - -GLI DRQ-FPGETPEKFHFVVD-ERDLEYWLOA--TLP— —VILVCSHPNT
223934404 |Verru|bacterium E11in514 21 NQITGOKE@I ERF--VLEMEGFTWT ST SG-ANIL TETE-FESETATSFVYRVK-ERDLNYWLOG--NAP— —VLLVVSRPSK
94311100 |Betap|Ralstonia metallidurans CH34 9 SQLLGTQET ELT--VSRMEGLVWRETA--QHI SIAVSEF --KNETNAGF DYWPD-SRDMDYWLGH--SVP - —VILIVSRPST
154244390 |Alpha|Xanthobacter autotrophicus Py2 8 SQVLGELEE [KKI--VLET@FLYE@RG--RLE TESGQYVRENDNSFEYLLK-PDDLKYWRTS--NIP— —VIIVLWRKSD
13475182 |Alpha |Mesorhizobium loti MAFF303099 41 NQLLGOIGE (OLR--FLTMGFQFDMRS--RLE (ATDAGIYAGEDASGFTYLLR-SEDLAYWRGS-—NLP—
182676906 |Alpha|Beijerinckia indica ATCC 9039 8 SQLIGELEE. IRKR--FLSMEFQFDLRG--RLE TRAGTYTSETDSGFSYLLN-SKDLYYWRTS--NLP—
84686688 |Alpha|Rhodobacterales bacterium HTCC2654 8 SQRIGEIEE INLO--FLRIGFQFDERS--RLE (ATERGSYVGETDAGFTYRVR-ASDFDYWRGS -—NLP—
83954753 |Alpha|Sulfitobacter sp. NAS-14-1 8 NQITGEAEE. [KAE--FLKVEGLIYQ@FG--RLE| AT TVKGRY SFETDTSFDYLID-PKDLANWKQOA--NLP—
223987887|Gamma | Providencia rettgeri DSM 1131 33 NLSLEDABI (KEV--FNLPRLVNLNSKQ-KNF VTSTSGIDKV- KKTLSVELEHGFENNFED: —ELFILILSEK
227332661 |Gamma |Citrobacter youngae ATCC 29220 33 NLALEDAEI IKEV--FOQLPHLFNLNSQQ-KNF ITSSTGLEKV- KKTLSQFIEKRFYESFD: —ELYILTLVEK
117922289 |Gamma | Shewanella sp. ANA-3 33 NLISEDAWI IKEV--YQCPNLVNLNRKH-KNF ‘TSSTDIEKV: KSTLEQFKKRNYKNAFD: —ELYIFMLRSK
84702494 |Alpha|Parvularcula bermudensis HTCC2503 7 NKICEDLNC REL--YGFDGLRNLNAEEKQONF] TSDRSLDKI KDTLAKCVKYKHYEKYD: —RIIVYILTKK
124262647 |Betap|Methylibium petroleiphilum PMI1 7 HRASEGLML! IREL--YGWPRLRNLNTEERTNF VTGTPTLDKI KGTVSTEFLTHGLDKRYD: —RLVIYVLTRK
149175029|Planc|Planctomyces maris DSM 8797 8 SKFTELREL SHI--THEMNCLFRMIS--QDL AESGTSYVKKD*HGLTFATPVR*MDDLEYWNHC**TFP** —VEFIVYHPDD
222476010 Halob|Halorubrum lacusprofundi ATCC 49239 14 ARRGEDYKE 12 AIAYSTGLS PN— —DFRDELARYFLEYIKQ--PQPHRF— —DEYIFTETLS
20089857 |[Metha |Methanosarcina acetivorans C2A 14 E VISETKLSLSDT - -DFLKEFAKYEMSSLKE--EFN-— —-LFIFVREVA
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61679607 |Archa|Archaeoglobus fulgidus (1Y88) 17 LYFQGHMVARLLEEHGFETKII\VIVQGNCV***LQ:‘ RiD| R—————————————-] DGERYMIECEFHNIPVYTGLKEAMYTY****IRFL DVEKH-———————————| GFTQ PWIFTNTKF.
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110639331 |Bacte|Cytophaga hutchinsonii ATCC 33406 230 EYDVQDVLHTMLIGI ILKBEEQVORTGAK--NTRVIY SEGILI ISDNY: DEKEFIEQLKKDIESYFVYP-NLKDVIFEVYRAP]
116749910 |deltal Syntrophobacter fumaroxidans MPOB 289 EYHVQNLLCALLAPI ILDBEQYLTKIGOK--SPRAMLET SMKF IVIITISF IRTG IKMOKVIDEISADASLYNAMGNECAGIIPFIWBD)
147677057 |Clost|Pelotomaculum thermopropionicum SI 301 EYHVQDLLWVILAPI ILEPEENLPSLGHK--HPRCMLGT] SLRLII (FIYNGT £ FSRIIEEVASDASLYLSNDSGYDKIIVEV!
84702442 |Alpha|Parvularcula bermudensis HTCC2503 260 EYHVQONLLWTILRPI L 1] YVRRRGQ-————————————- ALKAITDEIAADHSLYLREGTGFARMIAFIWBE]
21225131 |Actin|Streptomyces coelicolor 296 EREIQNILWLMLRPV L 1] (YARKA: DFKSFEKEIFEDY IGYLSDNTAYRHMTVEIYRE]
225874784 |Acido|Acidobacterium capsulatum ATCC 51196 279 EREVQDILWLILRSY 1] (FANSK: DFKKIEKEVQOEDCIPYLRD-LRYEALIVEIYBD]
222110534 |Betap|Diaphorobacter sp. TPSY 278 EYHFQNLLCAVLAPV' L 1] YWRTE SPODLISQIGEDVSLYLKRGSPYRKVLPIT
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