218130589|Bacte|Bacteroides eggerthii DSM 20697
154490797|Bacte|Parabacteroides merdae ATCC 43184
229435559|Bacte|Bacteroides sp- D4
167754324|Bacte|Alistipes putredinis DSM 17216
91783256|Betap|Burkholderia xenovorans LB400
114777173|Zetap|Mariprofundus ferrooxydans PV-1
171321418|Betap|Burkholderia ambifaria MEX-5
39996463|delta|Geobacter sulfurreducens PCA
189499316|Chlor|Chlorobium phaeobacteroides BS1
84701997|Alpha|Parwlarcula bermudensis HTCC2503
146337912|Alpha|Bradyrhizobium sp- ORS278
148266051|delta|Geobacter uraniireducens Rf4
229540345|Planc|Planctomyces limnophilus DSM 3776
188992493|GammalXanthomonas campestris pv- campestris str- B100
146283523|Gamma|Pseudomonas stutzeri A1501
192359261|GammalCellvibrio japonicus Ueda107
194365751|GammalStenotrophomonas maltophilia R551-3
224023924 |Bacte|Bacteroides coprophilus DSM 18228
91978096|Alpha|Rhodopseudomonas palustris BisB5
190893999|Alpha|Rhizobium etli CIAT 652
148553128|AlphalSphingomonas wittichii RW1
225872323|Acido|Acidobacterium capsulatum ATCC 51196
162145849|Alpha|Gluconacetobacter diazotrophicus PAI 5
150378394|Alpha|Sinorhizobium medicae WSM419
16519675|Alpha|Rhizobium sp- NGR234
20089856|MethalMethanosarcina acetivorans C2A

553764 14|Halob|Haloarcula marismortui ATCC 43049
222481225|Halob|Halorubrum lacusprofundi ATCC 49239
149175030|Planc|Planctomyces maris DSM 8797
84686687|Alpha|Rhodobacterales bacterium HTCC2654
182676905|Alpha|Beijerinckia indica subsp- indica ATCC 9039
13475183|Alpha|Mesorhizobium loti MAFF303099
83954752|AlphalSulfitobacter sp- NAS-14-1
154244391|Alpha|Xanthobacter autotrophicus Py2
124262648|Betap|Methylibium petroleiphilum PM1
84702495|AlphalParwlarcula bermudensis HTCC2503
117922288|Gamma|Shewanella sp- ANA-3
223987888|GammalProvidencia rettgeri DSM 1131
229219623|GammalCitrobacter youngae ATCC 29220
223934405|Verru|bacterium Ellin514
119855142|Actin|Mycobacterium sp- KMS
94311099|Betap|Ralstonia metallidurans CH34
229579410|Therm|Sulfolobus islandicus Y-G-57-14 # \
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_|— 196245474|Chroo|Cyanothece sp- PCC 8802

222476126|Halob|Halorubrum lacusprofundi ATCC 49239
73748042|Dehal|Dehalococcoides sp- CBDB1 [ _J
15606619|AquiflAquifex aeolicus VF5 pdb:1YVU
119493538|Oscil|lLyngbya sp- PCC 8106
159027320|Chroo|Microcystis aeruginosa PCC 7806

164686207|Clost|Clostridium bartlettii DSM 16795

4':: 187604 166|Bacil|Exiguobacterium sp. AT1b
212639457|Bacil|Anoxybacillus flavithermus WK1
227881908|Halob|Halogeometricum borinquense DSM 11551

222475719|Halob|Halorubrum lacusprofundi ATCC 49239
56478414|Betap|Aromatoleum aromaticum EbN1
55978251|Deino|Thermus thermophilus HB8 pdb:3DLB (HB27 strain)
170077638|Chroo|Synechococcus sp- PCC 7002
22298491|Chroo|Thermosynechococcus elongatus BP-1
56752529|Chroo|Synechococcus elongatus PCC 6301
86606806|Chroo|Synechococcus sp- JA-3-3Ab
11498916|ArchalArchaeoglobus fulgidus DSM 4304 pdb:1W9H  #
229204037|Bacte|Pedobacter heparinus DSM 2366
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229871910|Bacte|Spirosoma linguale DSM 74
110639330|Bacte|Cytophaga hutchinsonii ATCC 33406
146279708|Alpha|Rhodobacter sphaeroides ATCC 17025
218248696|Chroo|Cyanothece sp- PCC 8801
21225132|Actin|Streptomyces coelicolor A3-2-
84702443|Alpha|Parwlarcula bermudensis HTCC2503
222110533|Betap|Diaphorobacter sp- TPSY
168702707|Planc|Gemmata obscuriglobus UQM 2246 #
116749911|delta|Syntrophobacter fumaroxidans MPOB
147677058|Clost|Pelotomaculum thermopropionicum S|
225874783|Acido|Acidobacterium capsulatum ATCC 51196
223489681|Clost|Carboxydibrachium pacificum DSM 12653 #
15922263|Therm|Sulfolobus tokodaii str- 7 #
91203428|Planc|Candidatus Kuenenia stuttgartiensis
20094747|Metha|Methanopyrus kandleri AV19
223476486|Therm|Thermococcus barophilus MP
212224657|Therm|Thermococcus onnurineus NA1
18976909|Therm|Pyrococcus furiosus DSM 3638 pdb:1Z25
1566951 1|Metha|Methanocaldococcus jannaschii DSM 2661

|—|——
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Predicted nuclease of Sir2 family

°
: Distinct families of restriction endonuclease fold

I TIR domain

@ Uncharacterized alpha helical domain
W APAZ domain

*  Fusion with L2/Mid/PIWI domains

# L2/Mid/PIWI domains only

“Short”

no PAZ domain

“Long”

Have PAZ domain



