Figure S2 Alignment of the p53 functional REs and their flanks with the consensus sequences of Alu repeats
Alu subfamily consensus sequences assigned by CENSOR are used for alignment, which was made by NCBI Blast (bl2seq).
The CNNG cores in the p53-binding motifs and their ‘counterparts’ in repeats are shown in boldface and underlined.

Thirteen REs in Alu repeats

Six REs associated with Boxes A/A’ (plus AIFM2 RE1)

AIFM2 RE1, S = 8 (#85) & AIFM2 RE2, S = 10, AluJo (#10) ldentities = 219/264 (82%)

AIFM2 236 GGGCATGGCCAGGCACGGTGGCTCATGCCTACAGTCCCAGCACTTAGGGAGGCCAAGGCGGGAGGA 301

PRLE LD TR e F Pennen el e it
AluJo 1 GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGA 60

AIFM2 302 TCGTTTGAGCCCAGGAGTTGGAGACCAGCCTGGGCAACATAGCGAGACC-—=—==—=——= 350

LD R eene e el
AluJo 61  TTGCTTGAGCCCAGGAGTTCGAGACCAGCCTGGGCAACATAGCGAGACCCCGTCTCTACA 120

AIFM2 351 -—--- TACAAAAATTAGCCGGGCTTGTTGGTGCACACCTGTAGTCCCAGCTTCTCGGGAA 405

EEEERRRTRRRR R e ol e b i ittt
AluJo 121 AAAAATACAAAAATTAGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGGGAG 180

AIFM2 406 GCTGAGGTGGGAGGATTGCTTGAGCCCAGGAGTTTGAGGCTACAGTGAACCATGATCATT 465

PLEEEEL PRRRee R e ey et ey 1 1iniii
AluJo 181 GCTGAGGCAGGAGGATCGCTTGAGCCCAGGAGTTCGAGGCTGCAGTGAGCTATGATCGCG 240

AIFM2 466 CCACTGCACTCCAGCCTAGGTGAC 489

ILELEEREERnnetn 11 1l
AluJo 241 CCACTGCACTCCAGCCTGGGCGAC 264



BID, S = 0, AluSg (#148) ldentities = 257/294 (87%)

BID

AluSg

BID

AluSg

BID

AluSg

BID

AluSg

BID

AluSg

115

12

175

72

235

132

295

192

355

252

GTGGCTCACGCCTGTAATCCCAGCACTTTGAGAGGCTGAGGGGGGCGGATCGCAAGGTCA

IEELLRRE R e e e e eeen eeer peeenniin 1 il
GTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCA

GGAGTTTGAGACCCGCCTGGCCAACATAGTGAAACCCCATCTCTGCTAAAAATACAAAAA

PEELEE TREELE PRt et ekl it
GGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAA

TTAGCTGGGCATGATGGTGCATGCCTATAGCCCCATCTGCTTGGGGGGCTGAAGCAGGAG

PREEE e i e e ekl e Reer 0 ie i e i
TTAGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAG

AATCACTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATTGTGCCATTGCACTCCG

PEEL DRRERRR PRenl PR e e e 1 el it
AATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA

GCCTGGGTAACAGAGCGAGACTCCATCTCaaaaaagaaaaaaaaaagaaagaaa 408

PR e eeeeeee ey teeeeeeeer it 1l
GCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAA 305

174

71

234

131

294

191

354

251



BNIP3L, S = 5, AluJo (#147) ldentities = 178/225 (79%)

BNIP3L

Aludo

BNIP3L

Aludo

BNIP3L

Aludo

BNIP3L

Aludo

122

14

182

74

240

133

295

193

GGCTCACAACTGTAATCGCAGCACTTTGGGAGGCCGAGGTGGGAGGATTGCCTGAGGCCG

PELELEE TR PR e e e et Lot 1 1l
GGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGATTGCTTGAGCCCA

GGAGTTTGAGCCCAGACTGGGCAACATGGTGAGACCCCCATCTCTACAAAAGCTAAAA--

PEELLE TR LR LRt o e e e i il
GGAGTTCGAGACCAGCCTGGGCAACATAGCGAGA-CCCCGTCTCTACAAAAAATACAAAA

--—AGCTAGTCTCAGTGGCGCATGCCTGTAGTCCCTGGTA--CAGGAGGCTGAGGCAGGA

O O N N RN o Ny
ATTAGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGA

GGATCACAGCCT--GCCTGGGAAGTCAAGGGTGCAGTGAGCTATG 337

N O O U A Ny
GGATC---GCTTGAGCCCAGGAGTTCGAGGCTGCAGTGAGCTATG 234

181

73

239

132

294

192



CASP10

REL, S = 0, AluJo (#150) ldentities = 232/278 (83%)

CASP10

Aludo

CASP10

Aludo

CASP10

Aludo

CASP10

Aludo

CASP10

Aludo

107

9

167

69

227

126

287

186

347

246

GCCGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGTTGACGTGGGAGGATTGCTTGA

IC LR R e e et o bt
GCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGATTGCTTGA

GCCCAGGAGCTCGAGATCAGGCTGGGCAATGAAGTGAGAGCCAGTTTCTACAAAAACATT

PEELRRREL e oee e e eee e i i
GCCCAGGAGTTCGAGACCAGCCTGGGCAACATAGCGAGACCCCGTCTCTACAAAAA---A

TTTAAAAATTTGCTGGGCATGGTGGGACATGCCTTTAGTTCCGGCTACTCTGGAGGTTGA

I FRReeer i e eeeeed 0 Reer feer op eeeennt el 1l
TACAAAAATTAGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGA

GGTGGGAGGATCACTTGAGCCCTGGAGGTTGAGGCTGCAGTGAACTATGATCTTGCCACT

B0 LR Peneeneer eeer 0 Ryt 1ttt
GGCAGGAGGATCGCTTGAGCCCAGGAGTTCGAGGCTGCAGTGAGCTATGATCGCGCCACT

GCACTCCAGCCTGTGTGACAGAGCAAGACCCTGTCTCA 384

PEELRRREERnnl e it
GCACTCCAGCCTGGGCGACAGAGCGAGACCCTGTCTCA 283

166

68

226

125

286

185

346

245



CASP10

RE2, S = 0, AluSp (#150) Identities = 254/281 (90%)

CASP10

AluSp

CASP10

AluSp

CASP10

AluSp

CASP10

AluSp

CASP10

AluSp

103

1

163

61

223

121

282

181

342

241

GGCTGGGCACGGTGGCTCACACCTGTCATCTCAGCACTTTGTGAGGCCGAGGTGGGTGAA

P LR PR eenek e eeeneener peeennnent g 11
GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGA

TCACCTGAGGTCGGGAGTTTGAGACCAGCCTGACCAACATGGAGAAACCCCATCTCTACT

PEELLEREERER R e Pee e e e e e e e e e e il
TCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACT

AAAAATACAAAA-TTAGCCGGGCATGGTGGCACATGCCTGTAATCCCAGATACTCAGGAG

PEEEERREEEEE PR Reennnd eennne ey reel 1l
AAAAATACAAAAATTAGCCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGGGAG

GCTGAGGCAGGAGAATCACTTGAACCCGAGAGGCAGAGGTTGCAGTGAGCCGAGATCATG

PEELRRREEREE el R e beeeennl teeeenennnan |
GCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCGGTGAGCCGAGATCGCG

CCATTGCACTGCAGCCTGCATAACAAGAGCGAAACTCCATC 382

PEEREReey el peeeeen et 11
CCATTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCCGTC 281

162

60

222

120

281

180

341

240



TSC2 REL, S = 0, AluSg (#148) ldentities = 243/277 (87%)

TSC2

AluSg

TSC2

AluSg

TSC2

AluSg

TSC2

AluSg

TSC2

AluSg

112

5

172

65

231

125

288

185

348

245

GGGTGCGGGGGCTTATGCCTGTAATCCTAGGACTTTGGGAGGCCGAGGTGGGTGGATCAC

P LR Pl et e e e ey i it
GGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCAC

GAGGTCAGGAGTTCAAGACCACTCTGGCCAACATGGCGAAACCCCGTCTGTACTAAAAG-

PEELRRRRERE Rt peeeet AR eeeen e eenny tenitl
GAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAAT

--—ATGATGAGCCGGGCATGGTGGCACATGCCTGTAATCCCAGCTACTTGGGAGGCTGAG

I R eeeneer o e e eyt
ACAAAAATTAGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGGGAGGCTGAG

GCAGGAGAATCGCTTGAACCCGGGAGGCACAGGTTGCAGTGAGCCGAGATCGCCCCACTG

PEELLEREE e e e e e e il
GCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTG

CACTCCAGTCTGGGTGACGGAGCAAGACTCTGTCTCa 384

PEERLLEL PRLE e e teeenl 1inid
CACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCA 281

171

64

230

124

287

184

347

244



Six REs associated with Box B (AIFM2 RE1 is shown above, together with AIFM2 RE2)

BCL2L14, S = 0, Aludr (#87) ldentities = 260/310 (83%)

(NOTE: Alu is in the reverse orientation)

BCL2L14 39  tttttttttttctttatttttGTTTCTTAAGAGAGTGTCTCCCTCTGCCACCCAGGCTGG 98
I
Frrrrrrl

Aludr 310 TTTTTTTTTTTTTTTTTTTGAGACAGGGTCTCGCTCTGTCGCCCAGGCTGG 251

BCL2L14 99  AGTGCACTGGCGCGATCATAGCTCACTGCAGCCTCCAACTCCCAGGCTCAAGCGATTCTC 158

PELLEE DRRRLRR R e e ekt eeeenl el 1l
AluJr 250 AGTGCAGTGGCGCGATCATAGCTCACTGCAGCCTCGAACTCCTGGGCTCAAGCGATCCTC 191

BCL2L14 159 CCCCCTCAGCCTCCCAAGTGGCTGGGACTGCAGGTGCACACCACCACGCCCAGCTAALLL 218

IC LR eee penneeend v e et |
AluJr 190 CCGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCGCGCCACCACGCCCGGCTAATTT 131

BCL2L14 219 ttttcattttttGTAGAGACGG--———————————- AGCCAAGGCTGGTCTTGAACTCCTG 265

IL LTl I TRELERELL i
AluJr 130 TTAT-ATTTTTTGTAGAGACGGGGTCTCGCTATGTTGCCCAGGCTGGTCTCGAACTCCTG 72

BCL2L14 266 GGCTTAAGCGATCCTGCTCCCTGGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCAC 325

L P b e e e e e e e el
AluJr 71  GCCTCAAGCGATCCTCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCAC 12

BCL2L14 326 TGGGTCCGGC 335

I 1 11111
AluJr 11  CGCGCCCGGC 2



CASP6, S = 4, AluJr (#80) ldentities = 253/304 (83%)

CASP6

Aludr

CASP6

Aludr

CASP6

Aludr

CASP6

Aludr

CASP6

Aludr

CASP6

Aludr

172

1

232

61

292

121

345

179

405

239

465

299

GGCCAGGTGTGGTGGTTCATGCTGGTAATCCCAGCACTTTGGGAAGCCAAGGTGGGAGGA

PEEE 0 e e e Reeen e e e et il
GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGA

TCACTTAAGGCAAGGAGTTTGAGACAAGTCTGGGCAACAGAGTGAGACCTGGTCTCTACa

IE L P Rl eeeed e et e el il
TCGCTTGAGGCCAGGAGTTCGAGACCAGCCTGGGCAACATAGCGAGACCCCGTCTCTACA

aaaaataaaaaTCAATTAGCTGGGCATGGTGGCG-—————— GTAGTCCCAGCTACTCTGG

PEEEERE TEE PERnenn el 1l IEEERLLREnnnn 11
AAAAATATAAA--AATTAGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGGG

AGGCTGAAGGGGGAGGATTGCTTGATCCCAGGAGTTCAAGGCTGCACGGAGCTGTGATCA

PEELELE T LR e eennen e eeennner ieeen il
AGGCTGAGGCGGGAGGATCGCTTGAGCCCAGGAGTTCGAGGCTGCAGTGAGCTATGATCG

TGCCACTGCACTCCAGGCTGGGCAACAGAGTGAGACCTTGTCTCtaaaataaaaaataaa

PEERLRRRERRnner et eeeeer el ieeenl teer teeeen 1l
CGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACCCTGTCTCAAAAAAAAAAAAAAAA

ataa 468

I 11
AAAA 302

231

60

291

120

344

178

404

238

464

298



EphA2, S = 3, AluSz (#93) ldentities = 246/285 (86%)

EphA2

AluSz

EphA2

AluSz

EphA2

AluSz

EphA2

AluSz

EphA2

AluSz

163

5

223

65

283

125

343

183

403

242

GGGCAGGGTGGCTCAGGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCAT

PEEE RRRRRRner L eeen e ey it il
GGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCAC

TTGAGGTCAGGAGCTCCAGACATGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAA

PRERRRRe ey e eeet PR e e e et
TTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAA

ATACaaaaaaaTTAGCTGGGCGTGGTGCCACTCACCTGTAATCCCATCTACTAAGGAGGC

R N N O O RNy
ATAC--AAAAATTAGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGGGAGGC

TAAGGCAGGAGAATCACTTGAACCCCAGAGGCAGAGATTGCAGTGAGCCGAGATTGCGCC

L PR oneeeennr  eennd vl R nnenay il
TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGC-

ACTCACTGCACTCCAGCCTGGGC----CAGCAAGACTCTGTCTCa 443

ARRNNRRRRNRNNN Ny L HLELEL it
-—-CACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCA 283

222

64

282

124

342

182

402

241



GDF15, S = 0, FLAM C (#92) Identities = 106/127 (83%)

(NOTE: FLAM_C is in the reverse orientation)

GDF15 214

FLAM_C 128

GDF15 274

FLAM C 68

GDF15 334

FLAM C 8

TTCELLTL LT tAGAGATGAGGTATTGCCATCTTGCCCAGACTTGTCTCGAACTCCTGGGC

IF PR e b e e peenner on il
TTTTTTTTTTTAGAGACGGGGTCTCGCTATGTTGCCCAGGCTGGTCTCGAACTCCTGGGC

TCAAACAATCCACCCACCTCGGCCTCCCAAAGTGCTGAGATTACTGACATAAGCCACCAT

PEEE D TREL R DR ey vt 101 il
TCAAGCGATCCTCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGC

GCCTGGC 340

111 111
GCCCGGC 2

273

69

333

10



HTT(HD), S = 3, AluSg2 (#93) ldentities = 266/299 (88%)

(NOTE: Alu is in the reverse orientation)

HTT

AluSqg2

HTT

AluSqg2

HTT

AluSqg2

HTT

AluSqg2

HTT

AluSqg2

43

304

103

244

160

184

220

124

280

64

LT DR DR el e iy il
TTTTTTTTTTTTTTTTGAGACGGAGTTTCGCTCTTGTCGCCCAGGCTGGAGTGCA

tttatttatttatttatttttGAGACAGAGTCTCACTCTTGTCACCCAGGCTGGAGTGCA
Il 1
ITTTI

ATGGCATGATCTTGGCTCACTGCAACCTCCACCTCCCAGGTTCAAGCAATTCT---GCCT

IR TR PR e eeeend eeneeeeey iy - 1l
ATGGCGCGATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAGCGATTCTCCTGCCT

CAGCCTCCGGAATAGCTGGGACTACAGGCATGCACCACTACACCCGGCTAATTTTTGTAT

N e ey
CAGCCTCCCGAGTAGCTGGGATTACAGGCGCCCGCCACCACGCCCGGCTAATTTTTGTAT

TTTTAGTAGAGACAGGGTTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCTG

IEERRRRREREnL Penne et Cee e e e e e et i
TTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAG

102

245

159

185

219

125

279

65

GTGATCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCACC 338

GTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCC 6

11



TSC2 RE2, S = 13, AluJb (#75) ldentities = 234/282 (82%)

(NOTE: Alu is in the reverse orientation)

TSC2

Aludb

TSC2

Aludb

TSC2

Aludb

TSC2

Aludb

TSC2

Aludb

44

282

104

222

164

162

224

102

284

42

GAGACAAGGTCTCACTCTGTCACCCAGGCCGGGGTGCAGTGTCACAATCATGGCTCACTA

PEEELE RRRLEL TRRenen e i tenneeer b il il
GAGACAGGGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCACGGCTCACTG

CAGCCTCAACCTGCCAGGCTCACGTGATCCTCCTACTTTAGCCTCTCAAGTAGCTGGGAC

PEEELEL T 0 e 0 e o F penein 1 it
CAGCCTCGACCTCCCGGGCTCAAGCGATCCTCCTGCCTCAGCCTCCCGAGTAGCTGGGAC

TTTTTTGTCGTGACAGGGTCTCA
EEERELE 1 i 1 il
TTTTTTGTAGAGACGGGGTTTCA

TACAGGCATGCAGCACCACGCCTGGCTAAGT

TTTGT.
PEEELEL 10 BEennnent e 1titl
TACAGGCGCGCGCCACCACGCCCGGCTAATTTTTGT.

A

I
A

CTGTGTTGCCCAGGCTAGTCTGAAACTCCTGGGCTGACGTGACCCTCTCCCCTCTGCCAC

| DLRReennnnney iner  peennnnn e 0 e e 1o 1t i
CCATGTTGCCCAGGCTGGTCTCGAACTCCTGGGCTCAAGTGATCCTCCCGCCTCGGCCTC

CCGAAGTGCTGAGATTACAGGTGTGAGCCACCGCACTTGGCC 325

[0 LEEREEn R et 1 il
CCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCC 1

103

223

163

163

223

103

283

12



