Classification

files of dataset Data source

GO slim RAFL_GO.apdx AGI_GO.apdx

KEGG type KEGG_pathway.xml
metabolic all species
1 =0 RAFL_EC.apdx
pathway l [f - —=~-ap KEGG
l IR Neighborhood in the AGI_EC.apdx
1z & athways
AraCyc type ./"{./' X P y AraCyc_pathway.xml
metabolic S A B : : ,
pathway RAFL_EC.apdx Arabldzps(l:s thaliana
AGI_EC.apdx ratyc
Biological process Component.xml Function.xml
Molecular function  Process.xml goslim_plant.go.xml -
Gene Ontology ularfunctl 9 —P 9 all species
Cellular component Other goslim.xml files Gene Ontology (GO)
Consortium
=

E Arabidopsis_Genome.xml| Arabidopsis thaliana
Gene position on = Neighborhood on the
the genome — genome RAFL_position.apdx MIPS Arabidopsis thaliana
m= database (MAtDB)
:E AGI_position.apdx
Zinnia . Zinnia_transdifferentiation.xml Zinnia elegans
Transcription o RAFL_AGl.apdx Demura et al.,
Similarities of 2002
: : B expression profiles
?::r?éi?i%?ilzn . Arabidopsis_drought_stress.xml Arabidopsis thaliana
== - - Seki et al., 2002

Worm PPI

Yeast PPI

Worm_PPIl.xml
RAFL_worm_gene.apdx
AGI_worm_gene.apdx

Caenorhabditis elegans
Li et al., 2004

Components of directly

interacting proteins Yeast_PPl.xml

RAFL_yeast_gene.apdx Saccharomyces cerevisiae

AGI_yeast_gene.apdx Ito et al., 2001




