
Fig 2, Chern et al.
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NRR     37 VEEFYAILRRMRDATRRLG-------------------ARPPPPRAPAWRPSFSWEDF
RH1     45 VERFYALLANIRALRGMYSRYNGEEGAAGGDGDGASG-RKRARRAEPPWRPAFRMEDF
RH2     45 MERFYALVANVRALRAMFKEAALPSCREDDVSGGGGGEQRQKRPRAAPWRPAFEMAVF
RH3     81 VDRFYALLDEVREMRELWRRNGDCVATKRTSVDGG----QKKQDRQQLWRPTFVMEDF
wNRR 33 VEEFYAILRRMRDASRRLVSGGVAAAT----------ARATPAPRAPAWCPSFSWEDF
Consensus VERFYALL---R   WRP-F-W/MEDF

NPR1 interact. NH1 interact. 
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