
ID #Genes TFs % GO Terms Enriched DF p-value (level)
(Top 10) (Top 10)

10 1079 Yap1p 30.7 ribonucleoprotein complex biogenesis and assembly 26.91 2.56E-77 (4)
Sfp1p 26.7 ribosome biogenesis and assembly 23.90 4.42E-72 (5)
Met4p 23.1 nucleobase, nucleoside, nucleotide and nucleic acid metabolic process 44.68 3.82E-45 (4)
Rap1p 16.2 RNA processing 21.40 3.00E-42 (6)
Rpn4p 15.4 organelle organization and biogenesis 41.05 8.48E-42 (4)
Arr1p 12.8 cellular component organization and biogenesis 56.70 2.22E-41 (3)
Sok2p 10.6 RNA metabolic process 34.04 2.40E-40 (5)
Ifh1p 10.6 rRNA metabolic process 13.52 7.60E-35 (6)
Hhl1p 10.0 rRNA processing 13.02 4.33E-33 (6,7)
Gcn4p 9.6 primary metabolic process 67.83 1.67E-27 (3)

27 597 Yap1p 18.3 glycoprotein biosynthetic process 5.34 6.28E-11 (7,5)
Met4p 14.8 glycoprotein metabolic process 5.34 8.56E-11 (6)
Sok2p 13.3 biopolymer glycosylation 4.91 5.38E-10 (6)
Swi4p 12.6 protein amino acid glycosylation 4.91 5.38E-10 (6-8)
Ste12p 12.1 cellular component organization and biogenesis 47.65 1.34E-09 (3)
Rap1p 9.7 protein modification process 15.60 6.15E-09 (6)
Rpn4p 9.7 protein amino acid N-linked glycosylation 3.63 1.36E-08 (7-9)
Mbp1p 9.4 cellular metabolic process 64.53 1.54E-08 (3)
Phd1p 8.7 biopolymer modification 17.95 5.18E-08 (5)
Arr1p 8.7 cell cycle 13.25 3.32E-07 (3)

14 521 Yap1p 22.1 cellular component organization and biogenesis 50.24 1.51E-11 (3)
Met4p 13.8 nucleobase metabolic process 3.14 1.62E-08 (5)
Sfp1p 13.1 ribonucleoprotein complex biogenesis and assembly 14.98 2.73E-08 (4)
Rpn4p 11.9 nucleobase, nucleoside, nucleotide and nucleic acid metabolic process 34.54 6.68E-08 (4)
Sok2p 11.7 cellular biosynthetic process 12.08 9.61E-08 (4)
Ste12p 11.3 glycoprotein biosynthetic process 4.59 2.18E-07 (7,5)
Rap1p 11.3 ribosome biogenesis and assembly 12.80 2.34E-07 (5)
Swi4p 10.4 glycoprotein metabolic process 4.59 2.70E-07 (6)
Arr1p 10.2 biopolymer glycosylation 4.35 3.73E-07 (6)
Leu3p 10.2 protein amino acid glycosylation 4.35 3.73E-07 (9,7,6)

68 800 Yap1p 34.3 ribonucleoprotein complex biogenesis and assembly 32.16 1.04E-68 (4)
Sfp1p 32.6 ribosome biogenesis and assembly 28.82 1.68E-64 (5)
Met4p 27.1 organelle organization and biogenesis 45.29 1.26E-36 (4)
Rap1p 22.1 rRNA metabolic process 16.86 3.72E-34 (6)
Rpn4p 19.4 RNA metabolic process 37.06 9.56E-33 (5)
Fhl1p 16.1 RNA processing 23.33 5.74E-32 (6)
Arr1p 15.8 cellular component organization and biogenesis 59.22 1.41E-31 (3)
Ifh1p 15.2 rRNA processing 15.88 5.11E-31 (6,7)
Sok2p 11.2 nucleobase, nucleoside, nucleotide and nucleic acid metabolic process 45.29 1.99E-29 (4)
Ino4p 8.9 ribosomal large subunit biogenesis and assembly 6.08 3.56E-18 (6,5)

63 292 Yap1p 33.0 nucleobase, nucleoside, nucleotide and nucleic acid metabolic process 44.09 2.51E-10 (4)
Rap1p 23.7 DNA metabolic process 20.43 3.85E-08 (5)
Met4p 22.7 RNA metabolic process 31.72 6.39E-08 (5)
Sfp1p 21.3 primary metabolic process 68.82 7.24E-08 (3)
Ifh1p 18.6 cellular metabolic process 70.97 8.86E-08 (3)
Rpn4p 17.5 cellular component organization and biogenesis 52.69 2.06E-07 (3)
Fhl1p 16.2 establishment and/or maintenance of chromatin architecture 12.37 5.60E-07 (7)
Arr1p 15.1 DNA packaging 12.37 5.60E-07 (6)
Sok2p 13.4 chromosome organization and biogenesis (sensu Eukaryota) 19.89 8.44E-07 (6)
Ino4p 11.3 chromatin modification 11.29 1.01E-06 (8)

122 1462 Yap1p 27.4 ribonucleoprotein complex biogenesis and assembly 19.68 6.32E-39 (4)
Met4p 21.9 ribosome biogenesis and assembly 17.42 9.41E-37 (5)
Sfp1p 19.1 nucleobase, nucleoside, nucleotide and nucleic acid metabolic process 39.03 1.07E-28 (4)
Rap1p 16.4 RNA metabolic process 29.75 1.11E-27 (5)
Sok2p 15.1 cellular component organization and biogenesis 50.68 1.88E-25 (3)
Rpn4p 15.1 organelle organization and biogenesis 35.29 3.77E-25 (4)
Arr1p 14.3 RNA processing 16.29 1.33E-21 (6)
Fhl1p 10.5 rRNA metabolic process 10.18 3.13E-19 (6)
Ste12p 10.2 rRNA processing 9.73 7.31E-18 (6,7)
Ino4p 9.6 cellular metabolic process 63.57 3.07E-13 (3)
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