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Number of scaffold genes vs. super-method FN rate

wMRP-MP
MRP-MP
CA-MP
MRP-ML
wMRP-ML
CA-ML

100 taxa (30 reps)

Num Scaffold Genes
Percent Missing Data 48.4 51.3 55.7

(a)

1 2 4

500 taxa (30 reps)

79.0 78.9 78.8

(b)

1 2 4

1000 taxa (10 reps)

85.2 85.0 84.5
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Num Scaffold Genes
Percent Missing Data 44.7 40.7 34.5

(d)

1 2 4
77.7 74.4 68.6

(e)

1 2 4
85.1 82.6 77.9

(f)


