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LRRN1-Hs 1 MARMSFVIAACQLVLGLLMTSLTESSIQNSECPQLCVCEIRPWFTPQSTYREATTVDCNDLRLTRIPSNL
Lrrnl-Mm 1 MARLSTGKAACQVVLGLLITSLTESSILTSECPQLCVCEIRPWFTPQSTYREATTVDCNDLRLTRIPGNL
Lrrnl-Gg 1 MAKIRLVLTVCQVVLELLTNSLTESSVQSNECPQLCVCEIRPWFTPQSTYREATTVDCNDLRLTKIPSNL
LRRN1-Hs 71 SDTQVLLLOQSNNIAKTVDELQQLFNLTELDFSQNNFTNIKEVGLANLTQLTTLHLEENQITEMTDYCLQ
Lrrnl-Mm 71 SDTQVLLLQSNNIAKTVDELQOQLFNLTELDFSQNNFTNIKEVGLANLTQLTTLHLEENQISEMTDYCLQ
Lrrnl-Gg 71 SDTQVLLLOSNNIAKTTDELQLLFNLTELDFSQNNFTSIRDVGLSNLTQLTTLHLEENQIMEMTDYCLQ
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LRRN1-Hs 141 DLSNLQELYINHNQISTISAHAFAGLKNLLRLHLNSNKLKVIDSRWEFDSTPNLEILMIGENPVIGILDMN
Lrrnl-Mm 141 DLSNLQELYINHNQISTISANAFSGLKNLLRLHLNSNKLKVIDSRWFDSTPNLEILMIGENPVIGILDMN
Lrrnl-Gg 141 DLCNLQELYINHNQISSISANAFSGLKNLLRLHLNSNKLKVIDSRWFDSTPNLEILMIGENPVIGILDMN
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LRRN1-Hs 211 FKPLANLRSLVLAGMYLTDIPGNALVGLDSLESLSFYDNKLVKVPQLALQKVPNLKFLDLNKNPIHKIQE
Lrrnl-Mm 211 FRPLSNLRSLVLAGMYLTDVPGNALVGLDSLESLSFYDNKLIKVPQLALQKVPNLKFLDLNKNPIHKIQE
Lrrnl-Gg 211 FKPLSNLRSLVLAGMYLTDIPGNALVGLDSLESLSFYDNKLVKVPQLALEKVPNLKFLDLNKNPIHKIQE
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LRRN1-Hs 281 GDFKNMLRLKELGINNMGELVSVDRYALDNLPELTKLEATNNPKLSYIHRLAFRSVPALESLMLNNNALN
Lrrnl-Mm 281 GDFKNMLRLKELGINNMGELVSVDRYALDNLPELTKLEATNNPKLSYIHRLAFRSVPALESLMLNNNALN
ernl—Gg 281 GDFRNMLRLKELGINNMGELVSVDRYALDNLPELTKLEATNNPKLSYIHRLAFRNVPALESLMLNNNALN
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LRRN1-Hs 351 AIYQKTVESLPNLREISIHS LRCDCVIHWINSNKTNIRFMEPLSMFCAMPPEYKGHQVKEVLIQDSSE
Lrrnl-Mm 351 AVYQKTVESLPNLREISIHSNPLRCDCVIHWINSNKTNIRFMEPLSMFCAMPPEYRGQQVKEVLIQDSSE
ernl—Gg 351 AVYQKTVESLPNLREISIHSNPLRCDCVIHWINSNKTNIRFMEPLSMFCAMPPEYRGQQVKEVLIQDSNE
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LRRN1-Hs 421 QCLIPMISHDSFPNRLNVDIGTTVFLDCRAMAEPEPEIYWVTPIGNKITVETLSDKYKLSSEGTLEISNIQ
Lrrnl-Mm 421 |QCLIPMISHDTFPNHLNMDIGTTLFLDCRAMAEPEPEIYWVTPIGNKITVETLSDKYKLSSEGTLEIANIQ
ernl—Gg 421 QCLIPMISHETFPNHLNLDIGMTVFLDCRAMAEPEPEIYWVTPLGNKVTVESLSDKYKLSSEGTLEISNIQ
LRRN1-Hs 491 IEDSGRYTCVAQNVQGADTRVATIKVNGTLLDGTQVLKIYVKQTESHSILVSWKVNSNVMTSNLKWSSAT
Lrrnl-Mm 491 IEDSGRYTCVAQNVQGADTRVATIIKVNGTLLDIGAQVLKIYVKQTESHSILVSWKVNSNVMTSNLKWSSAT
Lrrnl-Gg 491 IEDSGRYTCVAQNIEGADTRVATIRVNGTLLDIGTQVLKIFVKQAESHSILVSWKVNSNVMTSNLKWSSAT
LRRN1-Hs 561 |MKIDNPHITYTARVPVDVHEYNLTHLQPSTDYEVCLTVSNIHQQTQKSCVNVTTKNAAFAVDISDQETST
Lrrnl-Mm 561 |[MKIDNPHITYTARVPVDVHEYNLTHLQPSTDYEVCLTVSNIHQQTQKSCVNVTTKTAAFALDISDHETST
ernl—Gg 561 MKIDNPHITYTARVPVDVHEYNLTHLQPSTDYEVCLTVSNIHQQTQKSCVNVTTKNAAFALDISDQETST
LRRN1-Hs 631 ALAAVMGSMFAVISLASIAVYFAKRFKRKNYHHSLKKYMQKTSSIPLNELYPP NLWEGDSEKDKDGSA
Lrrnl-Mm 631 ALAAVMGSMFAVISLASIAIYIAKRFKRKNYHHSLKKYMQKTSSIPLNELYPP NLWEADSDKDKDGSA
Lrrnl-Gg 631 ALAAVMGSMFAVISLASISVYIAKRFKRKNYHHSLKKYMQKTSSIPLNELYPP NLWEGDSDKDKDGSA
LRRN1-Hs 701 DTKP DTSRSYYMW
Lrrnl-Mm 701 DTKP DTSRSYYMW
ernl—Gg 701 ETKP| DTSRSYYMW




