
E. Expression under various conditions

F. Non-similarity to anti-targets

G. Non-similarity to gut flora proteins
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B. Sequence 

Analysis
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Data

Proteins that could 

not be analysed:

A’, C’, E’

Proteins that have 

been eliminated at 

various steps:

Ax, Bx, Cx

Ex, Fx, Gx
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A&B

A&B&C

HIGH-CONFIDENCE 

LIST OF TARGETS

(H)

D&E&F&G

Further assessment of suitability

(J) BROAD-SPECTRUM TARGETS: 

PRESENT IN SEVERAL PATHOGENS

(I) TARGETS EXPRESSED

DURING PERSISTENCE

(K) UNIQUE TO TUBERCULOSIS: 

PRESENT MAINLY IN MYCOBACTERIA
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