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Protein armino acid phosphorylation
tetakiolism

Tranzcription

Cell Organization and Biogenesis
D&, Repair

Carbohydrate Metabolism

Signal transduction

DMA, etabolizm

Transport

D& Damage Response

Cell Cycle

DMA, recombination

Protein Degradation

Stress Responsze

Protein transport

Protein aring acid dephosphorylation

RR& processing

D&, Replication

Protein hiosynthesis
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