
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

M CO 2 
∩ M NaCl 0% 27% 

M CO 2 
∩ 
 

M CO 2 (NaCl) 0% 8% 

M NaCl ∩ 
 

M NaCl(CO 2 ) 
11% 24% 

M CO 2 
∩ 
 

M CO 2 +NaCl 0% 14% 

M NaCl ∩ 
 

M CO 2 +NaCl 18%  32% 

M CO 2 
∩ 
 

M NaCl ∩ M CO 2 +NaCl   0%    9% 

Negatively Significant 

M stress i 

Control 
state 

Control 
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G CO 2 
∩ 
 

G NaCl 21% 14% 

G CO 2 
∩ 
 

G CO 2 (NaCl) 1% 3% 

G NaCl ∩ 
 

G NaCl(CO 2 ) 
45% 35% 

G CO 2 
∩ 
 

G CO 2 +NaCl 18% 11% 

G NaCl ∩ 
 

G CO 2 +NaCl 63% 57% 

G CO 2 
∩ 
 

G NaCl ∩ G CO 2 +NaCl 12% 6% 
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Metabolites Genes 

G stress    i : Number of (Positive/Negative) Significant Genes under stress i 
: Number of (Positive/Negative) Significant Metabolites under st ress i 
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