
Table 2: Parameters and results of the sliding window method

parameters results

name of example
time

horizon
δ

sWindow +

uniform.

sWindow +

Krylov

window

construction

error times in sec perc.
average

wind. size

1 Enzyme (pset a) 70 10−8 1.4 × 10−5 6 5 1% 977

2 Enzyme (pset b) 12 10−10 3.3 × 10−5 134 98 14% 4777

3 Enzyme (pset c) 5 10−10 3.5 × 10−7 8 6 37% 5038

4 Gene (pset a) 104 10−10 1.6 × 10−5 103 102 36% 32248

5 Gene (pset b) 104 10−10 1.8 × 10−5 137 123 32% 38282

6 Goutsias’ model 300 10−11 7.6 × 10−5 15943 8412 15% 538815

7 Toggle switch 104 10−15 2.7 × 10−5 31 10 1% 63001

Table 3: Sliding window method vs. global analysis for the finite enzyme example.

global solution sWindow

error uniform. Krylov #states error uniform. Krylov
average

wind. size

Enzyme (pset a) 5.0 × 10−9 44.1 min 4.2 min 5151 1.4 × 10−5 6 sec 5 sec 977

Enzyme (pset b) 1.5 × 10−7 6.4 h 2.7 h 96051 3.3 × 10−5 2.2 min 98 sec 4777

Enzyme (pset c) − > 12 h 5.6 h 125751 3.5 × 10−7 8 sec 6 sec 5038
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