Additional file 12 — TCA cycle: majority vote

Adapted version of Figure 2 in the main text when retaining only the entities that at least
three out of five databases agree on. Reactions occurring in the majority are highlighted.
Metabolites are represented by rectangles, genes by rounded rectangles, and EC numbers
by parallelograms. Color indicates how many of the five databases include a specific
entity. Color of an arrow indicates the number of databases that agree upon an entire
reaction, i.e., all its metabolites (except H" which was matched separately).
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