Additional file 4- The expanded T cell receptor signaling network
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Figure S3. The expanded T cell receptor signaling network. Composite nodes are represented by
small gray solid circles, original nodes are represented by large empty circles, and complementary nodes
are represented by rectangles. The labels of complementary nodes are denoted by the labels for the
corresponding original nodes with a symbol ‘~’.
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Figure S4. Comparison of different methods applied the T cell receptor signaling network with AP1
as the output. (a) Importance values obtained by single-node deletion of original nodes. (b) Importance
values obtained by single-node deletion of complementary nodes. (c) Prediction accuracy. Rectangles
indicate the importance values or prediction accuracy obtained by the ESM measure, circles represent the
simple path measure, diamonds denote the SigFlux measure, and triangles show the betweenness
centrality measure.



