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Predictive accuracies between the datasets
with scoring functions for negative
interactions.

(A) SGA-GIM dataset pair, (B) SGA-E-MAP
dataset pair, and (C) E-MAP-GIM dataset
pair.  Prediction accuracies were assessed
using the area under the ROC curve (AUC)
when predicting the pairs within 3% of the
largest interactions levels between the
datasets. The AUC value was calculated for
different versions of the two datasets: Fitness
matrix, original  double-mutant fitness
measurement; SGA custom score, interaction
score provided in the SGA dataset; GIM/E-
MAP median score, the median estimate for
the single-mutant effects with product scoring
function in the GIM/E-MAP data. QMA
fixed/adjusted, matrix approximation-based
scoring system with the two pre-defined
settings for scoring negative interactions (see

Additional file 1).



