Table 1
	ID
	r
	DESCRIPTION
	GO

	AT5G17230
	1
	PHYTOENE SYNTHASE (PSY)
	CMP, Pd, CPl

	AT2G04039
	0.910
	Expressed protein (ExPr)
	Pd, CPl

	AT1G62750
	0.902
	SNOWY COTYLEDON 1 (SCO1), Elongation factor Tu 
	CO, Pd, CPl, TF

	AT1G14345
	0.898
	Transmembrane domain, oxidoreductase
	Pd, PP, TP, CPl

	AT1G16880
	0.897
	Uridylyltransferase-related 
	AB, TS, Cd, Pd, PP, TP, CPl

	AT3G55330
	0.896
	Photosystem II reaction center PsbP family protein (PPL1) 
	PS, Pd, PP, TP, CPl

	AT1G55480
	0.896
	similar to LPA1 (Low PSII accum1), 
	Pd, PP, TP, CPl

	AT1G09340
	0.890
	CHLOROPLAST RNA BINDING (CRB)
	AB, CO, TS, Cd, Cd, Pd, PP, CPl

	AT1G26220
	0.890
	GCN5-related N-acetyltransferase (GNAT) family protein 
	

	AT1G42970
	0.889
	GLYCERALD-3-PHOSPHATE DEHYDROGENASE B SUBUNIT (GAPB)
	PS, AB, TS, Cd, PM, PSD, Pd, PP, TP, CPl

	AT4G34090
	0.888
	ExPr // chloroplast stroma
	

	AT1G50320
	0.887
	THIOREDOXIN X (ATHX)
	Pd, CPl

	AT1G54500
	0.887
	Rubredoxin family protein
	PM, Pd, PP, TP, CPl

	AT1G17220
	0.882
	fu-gaeri1 (FUG1), Translation initiation factor IF-2, chloroplast 
	TF

	AT5G44650
	0.881
	ExPr // chloroplast thylakoid membrane
	Pd, PP, TP, CPl

	AT3G26570
	0.881
	PHOSPHATE TRANSPORTER 2;1 (PHT2;1)
	Pd, PP, CPl

	AT5G04140
	0.881
	GLUTAMATE SYNTHASE 1 (GLU1) / ferredoxin-dependent 
	AB, Pd, CPl, OR

	AT4G01800
	0.877
	Preprotein translocase secA subunit, chloroplast [precursor] 
	

	AT1G11860
	0.876
	Aminomethyltransferase, mitochondrial precursor 
	

	AT1G45474
	0.874
	PHOTOSYSTEM I LIGHT HARVESTING COMPLEX GENE 5 (LHCA5)
	PS, PM, PSL, TP

	AT1G73110
	0.874
	Ribulose bisphosphate carboxylase/oxygenase activase, putative 
	Pd, PP, TP, CPl

	AT2G21330
	0.873
	FRUCTOSE-BISPHOSPHATE ALDOLASE 1 (FBA1)
	PM, Pd, PP, CPl, CF

	AT5G58260
	0.873
	Encodes subunit NDH-N of NAD(P)H:plastoquinone dehydrogenase 
	Pd, PP, TP, CPl

	AT5G43750
	0.871
	NAD(P)H DEHYDROGENASE 18 (NDH18) 
	Pd, PP, TP, CPl

	AT1G15980
	0.870
	NDH-DEPENDENT CYCLIC ELECTRON FLOW 1 (NDF1) 
	Pd, CPl

	AT4G10300
	0.869
	ExPr 
	Pd, CPl

	AT5G17170
	0.867
	Rubredoxin family protein, enhancer of sos3-1 (ENH1) 
	PM, Pd, PP, TP, CPl

	AT3G04790
	0.866
	Ribose 5-phosphate isomerase-related
	PS, PM, PSD, Pd, PP, TP, CPl, CF

	AT1G05140
	0.866
	Membrane-associated zinc metalloprotease
	Pd

	AT5G08650
	0.866
	GTP-binding protein LepA, putative 
	Pd, CPl, TF

	AT5G23120
	0.865
	HIGH CHLOROPHYLL FLUORESCENCE 136 (HCF136) PS II assembly, 
	Pd, PP, TP, CPl

	AT1G32470
	0.865
	Glycine cleavage system H protein, mitochondrial precursor 
	OR

	AT1G01320
	0.865
	Tetratricopeptide repeat (TPR)-containing protein l
	

	AT1G32080
	0.864
	Membrane protein, putative contains 12 transmembrane domains
	Pd, PP, CPl

	AT2G20890
	0.863
	THYLAKOID FORMATION1 (THF1) 
	PS, PM, PSL, Pd, PP, TP, CPl

	AT3G11950
	0.862
	PHYTOENE DESATURATION 2 (PDS2), UbiA prenyltransferase 
	

	AT1G18060
	0.862
	ExPr 
	

	AT3G54050
	0.862
	Fructose-1,6-bisphosphatase, putative 
	AB, TS, Cd, PM, Pd, PP, CF

	AT3G10230
	0.862
	LYCOPENE CYCLASE (LYC)
	CMP, Pd, CPl,

	AT2G34860
	0.861
	Embryo sac development arrest 3 (EDA3), Heat shock protein 40 
	Pd, CPl

	AT1G27480
	0.860
	Lecithin:cholesterol acyltransferase family protein (LACT)
	

	AT3G63410
	0.860
	ALBINO OR PALE GREEN MUTANT (APGM) , MPBQ methyltransferase
	Pd, PP, CPl

	AT1G07010
	0.860
	Calcineurin-like phosphoesterase family protein
	Pd, CPl

	AT1G76450
	0.858
	Oxygen-evolving complex-related 
	Pd, PP, TP, CPl

	AT5G42310
	0.858
	PPR repeat-containing protein 
	

	AT3G04870
	0.857
	ZETA-CAROTENE DESATURASE (ZDS)
	CMP

	AT1G77090
	0.856
	Thylakoid lumenal 29.8 kDa protein i
	PS, Pd, PP, TP, CPl

	AT1G64680
	0.856
	ExPr 
	

	AT1G80030
	0.855
	DNAJ heat shock protein, 
	Pd, PP, TP, CPl

	AT4G17600
	0.855
	light-harvesting-like protein (Lil3:1)
	Pd, PP, TP, CPl

	AT5G08050
	0.854
	ExPr
	


NOTE: The r-values listed for all genes are highly significant p-values (< 1-35) and e-values (<1-35)
GO biological process

PS = photosynthesis (L3)
AB = response to abiotic stimulus (L3)
TS = response to temperature stimulus (L4)
PM = generation of precursor metabolites and energy (L4)
PSL = photosynthesis, light reaction (L5)
Cd = response to cold (L5)

CO = chloroplast organization and biogenesis (L6)
PSD = photosynthesis, dark reaction (L8)
CMP = carotenoid metabolic process (L9)
GO cellular component

Pd = plastid (L8)

PP = plastid part (L9)
TP = thylakoid part (L9)
CPl = chloroplast (L9)
GO molecular function 

OR = oxidoreductase activity, acting on the CH-NH2 group of donors (L4)
TF = translation factor activity, nucleic acid binding (L4)
KEGG

CF = Carbon fixation in photosynthetic organisms

