Additional file 2. Oligonucleotides used in this study

Name Sequence(5’ —3’)* Comments
speC_F GATTGCGAATTCATGAAATCAATGAATATTGCCG EcoRlI
speC_R GCATACGAGCTCTTACTTCAACACATAACCGTACAACC Sacl
acnA_F ATAATGGAGCTCACAGGAAACAATGTCGTCAACCCTACGAGAAG Sacl
acnA_R GGCAGGTICTAGATTACTTCAACATATTACGAATGACATAAT Xbal
acnB_F ATAATGGAGCTCACAGGAAACAGTGCTAGAAGAATACCGTAAGCAC Sacl
acnB_R GCTATGTICTAGATTAAACCGCAGTCTGGAAAATCA Xbal
ackA_F GCTTTAGAGCTCACAGGAAACAATGTCGAGTAAGTTAGTACTGGTTCTG Sacl
ackA_R ATTATGTCTAGATCAGGCAGTCAGGCGGCTCG Xbal
glk_F ATCATAGAGCTCACAGGAAACAATGACAAAGTATGCATTAGTCGG Sacl
glk_R CGTCAGTCTAGATTACAGAATGTGACCTAAGGTCTGG Xbal
ppc_F ATCATAGAGCTCACAGGAAACAATGAACGAACAATATTCCGCA Sacl
ppc_R GCTATGTICTAGATTAGCCGGTATTACGCATACCTG Xbal
eno_F GCTTAGAGCTCACAGGAAACAATGTCCAAAATCGTAAAAATCATC Sacl
eno_R GCCGTCICTAGATTATGCCTGGCCTTTGATCTC Xbal
pgm_F GTTATAGAGCTCACAGGAAACAATGGCAATCCACAATCGTGC Sacl
pgm_R GCTGTGTICTAGATTACGCGTTTTTCAGAACTTCGCTAA Xbal
gapA_F ATCATAGAGCTCACAGGAAACAATGACTATCAAAGTAGGTATCAACGG Sacl
gapA_R GCTGCGTCTAGATTATTTGGAGATGTGAGCGATCA Xbal
fbaA_F ATCATAGAGCTCACAGGAAACAATGTCTAAGATTTTTGATTTCGTAA Sacl
fbaA_R GGTGGCICTAGATTACAGAACGTCGATCGCGT Xbal
fbaB_F ATCATAGAGCTCACAGGAAACAATGACAGATATTGCGCAGTTG Sacl
fbaB_R GAGCGTGTCTAGATCAGGCGATAGTAATTTTGCTATC Xbal
tpiA_F ATCATAGAGCTCACAGGAAACAATGCGACATCCTTTAGTGATGG Sacl
tpiA_R GCTCGACTCTAGATTAAGCCTGTTTAGCCGCTTC Xbal
pgk_F ATCATAGAGCTCACAGGAAACAATGTCTGTAATTAAGATGACCGATC Sacl
pogk_R GACTATGICTAGATTACTTCTTAGCGCGCTCTTCG Xbal
pykA_F ATCATAGAGCTCACAGGAAACAATGTCCAGAAGGCTTCGCAG Sacl
pykA_R GCTAGGGTCTAGATTACTCTACCGTTAAAATACGCGT Xbal
pykF_F ATCATAGAGCTCACAGGAAACAATGAAAAAGACCAAAATTGTTTG Sacl




pykF_R GCTATGICTAGATTACAGGACGTGAACAGATGCG Xbal
icd_F ACTTACGAGCTCACAGGAAACAATGGAAAGTAAAGTAGTTGTTCCG Sacl
icd_R GCCGACTCTAGATTACATGTTTTCGATGATCGCG Xbal
gitA_F ATCATAGAGCTCACAGGAAACAATGGCTGATACAAAAGCAAAACT Sacl
gltA_R GCTCCGICTAGATTAACGCTTGATATCGCTTTTAAAG Xbal

*Restriction sites are underlined.



