Additional file 3. Genomic context and flux-converging pattern analyses for shikimic acid and putrescine production in

Escherichia coli

Gy Score
Reaction Gene Enzyme Metabolism EC number

(Glucose) >0.95 >0.9 >0.85 >0.8 >0.75 >0.7

Central metabolism

The detailed information of grouped reactions in central metabolism of E. coliis represented in Supporting Information of Park et al. (2010)[1].
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For putrescine production
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