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Toxicity of FDA 

approved drugs (LD50)

Flux variability 

Analysis of enzymes for 
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E-value cutoff 1e-3

Only FDA-approved 

drugs

STITCH conf. > 0.4

Druggability >= 0.6

Lethal or growth-

reducing genes

FVA gene score = 1

Remove metabolites, 

illicit substances; 

Tolerance and toxicity 

rating > 3 (Hodge and 

Sterner scale)

Removing toxic 

compounds


