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Model queries
Pathway queries
@ Reaction queries

> Find reactions within a given
number of steps from a reaction
in a pathway

> Find reactions within a given
number of steps from a molecule
in a pathway

> Find reactions within a given
number of steps from a reaction
in the metabolic network

> Find reactions sharing
activators and inhibitors with a
reaction in a pathway

> Find reactions with the given
number of molecules in a specific
use
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Web Version 4.0

Find reactions (and th

kinetic equations if exist) that are n-step downstream/upstream from the reaction of a given model

> Find reactions involving exactly
one substrate and one product

> Find reactions involving a
molecular entity in a pathway

> Find reactions (and their
kinetic equations i exist) that are
n-step downstream/upstream
from the reaction of a given
model

Species/molecule queries

Organism:

Number of steps:
Radius Specificatios
Submit query:

unspecified
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Reactions within at most 4 steps downstream from vPGI[ Glucose-phosphate isomerase] in Bakker2001_Glycolysis

e
VPFK{Phosphofructokinase] tot_cell / VE * K8i1Fru168P * Vma * FrusP * ATPg / (KAATPg * KSFruGP * (KAILFrul6BP + Frul68P) = (1 + Frul6BP / KSi2Frul6BP + Frus / K4FrusP) = (1 + ATPg / K4ATP)) Dovnstream
VALD[Aldolase] tot_call / V= (VmSf = Fru168P / (0.009 = (1 + ATPg / 0.68 = ADPg / 151 + (sumAg - (ATPg + ADPg)) / 3.65)) - VmSr * GAP * DHAPg / (KSDHAP = KSGAP)) / (1 + GAP / KSGAP + DHAPG / KSDHAP = GAP * Dovnstraam
DHAPG / (KSDHAP * KSGAP) = Fru16BP / (0.008 * (1 + ATPg / 0.68 + ADPg / 1.51 = (sumAg - (ATPg = ADPG)) / 3.65)) + Fru16BP = GAP / (KSGAPI * 0.008 * (1 + ATPg / 0.68 + ADPg / 1.51 = (sumAg - (TPg
= ADPg)) / 3.65)))
VGAPdh[Glyceraldahyde 3-phosphate | tot_cell / VE = Vm? = (m7F = (GAP * (NAD / K7GAP / KTHAD) - Vm7r / Vm7 * (BPGALS * NADH / K7BPGALS / K7NADH)) / ((1 + GAP / K7GAP + BPGAL3 / K7BPGAL3) * (1 + NAD / K7NAD + NADH / K7NADH))) Dovnstream
dehydrogenase]
VGDH[Glycerol 3-phasphate tot_call / VE = VmB = VmBf = (NADH * DHAPg / (KEDHAPG = KSNADH) - Vm8r * NAD * Gly3Pg / (KBGly3Pg * KSNAD = Vmaf)) / (1 + NAD / KBNAD + NADH / KSNADH) * (1 + DHAP / KEDHAPG + Gly3Pg / Dovnstream
dehydrogenase] KeGly3Ps))
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nput reaction for which neighbors ars computed

| I | neighbor reactions within 1 step downstream from vPGI[Glucose-phosphate isomerase] in Bakker200:

1 Glycolysis





Figure 4.3. An example of built-in query “Find reactions within at most 4 steps downstream from vPGI[Glucose-phosphate isomerase] in Bakker2001_Glycolysis”. 
