Supplementary information
Example of the confidence score calculation 
To illustrate the practical use of our developed confidence scores to quantify the reliability of an annotated sequence, the example of the calculation is provided. For a cassava protein sequence that was annotated by being the reciprocal best hit (RBH) sequence of its orthologs in the two template plants, i.e. Arabidopsis and castor bean, and by being the non-RBH sequence of its putative ortholog in potato, the confidence scores can be computed as follows:
	According to the given example,
		Nt = 5 
		Nm = 3 (The sequence was annotated by its rothologs in the three templat plants.)
		i = {Arabidopsis, castor bean, potato}
		HArabidopsis and Hcastor bean  =  1  (RBH sequence)
		Hpotato  =  0.5  (non-RBH sequence)
		FArabidopsis, Fcastor bean  and Fpotato   =  1   (the template sequence of the reciprocal 							has a clear annotated function in its genome)
· [bookmark: _GoBack]In case of match score (MS):

				
	

	

	

	

	


· In case of conservation score (CS):
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