A Mev_pathway o -

space_pTrc B1002_t¢rm3'_plLaquVs

=

/ RBS_pET29_5' RBS_pET29_5 = RBS_pET29_5' RBS_pET29_5' RBS_pETRS_5' RBS pETRS 5 RBS pETRO.5'
: o .‘“
[ \
[ \
f \
f RBS_pETR9_3' . I ‘
| RBS_pETRS_3 RBS_pET29_3' RBS_pET29_3' RBS_pET[29_3 RBS_pET29_3' |

I N RBS_pETR9_3' |

!
O — =
\ @
\ HMGS_Sf_Co HMGS_St._Co — [

pBbASCc_Bkbone

[ = = |

ispA-O0 ispA-0 ispA-0f

— = =
PMD_SC|O : 7 E E E
7 a PMK_SC[CO_f PMK_SC[CO_f

— = T

HMGS_SA HMGS_SA atoB ‘
B1006_tgrm5"
(Sg = = =

T T

— = MK_SC_¢0 MK_SC_¢O

HMGR_S{_CO =
St =

HMGR_S{_CO

atoB 2 atoB

HMGR_Sp FMGR_SA

— | B1006_tgrm3" B1002_tprmS' L —
Vector  RBS1_5' RBS1_3' Genel RBS2_5' RBS2_3' Gene2 RBS3_3' Gene3  Terml 5' Terml_3' Prom2 RBS4_5' RBS4_3' Gene4 RBS5.5' RBS5_3' Gene5 Term2 5' Prom3  RBS6_5' RBS6_3' Gene6 RBS7_5' RBS7_3' Gene7 RBS8_5' RBS8_3' Gene8

Gene3 25
=
Genei 26
(g
Gone1 27
=
Gene3 28
=
Gane1 28
(g
Gene3 30
=
Genea 31
(g
Gene3 32
(g
Gonet
=
Gene3 34

Gene3 02
[
Gene3 03
(g
Gene3 04
(g
Gene3 05
=
Gene3 05
=
Gene 07
(g
Gene3 08
(g
Gene.0
=
Gene3. 10
[
Genea 11
(g
Gene3 12
(g
Gene3 13
(g
Gened14
=
Gene3 15
=
Gene 15
(g
Genes 17
(g
Genei 18
(g
Gene3 15
(g
Genea 20
=
Gene3 21
=
Genea 22
(g
Gene3 23

RES3

ilm il'j i.DI Q.DI ;

-
=]
@
=
s
[
&
o)
=]
73
=
w6
=]
a
o)
s
=]
i
=
=
[

§|m slm

s
=
=
e
=
=
=
e
=
s
=
=
s
g
=
=
=
=
=

2l 50 50 5,0

=
-
o
w2
=
=
=
=
o)
=
=
o
=

Bels
Be17

stopBbScar2
BbSca

(g
Genea 01
(g
Gene2 02
[
Gene2 03
(g
Genea 04
(g
Gene2_05
[
Gene2 0
(g
Gene2 07
(g
Gene2 08
=
Gene2_08
(g
Genez 10
[
Gene2 11
(g
(g
Gene 13
(g
Gene2 14
[
Genea 15
[
o35
[
Gene2 17
(g
Gene2 18
(g
Genea 18
(g
Gene2 20
[
Genea 21
[
Gene2 22
(g
G2 23
(g
=
Genez 25
(g
Gene2 26
(g
Gone 37
=
Genez 28
[
Gene2 25
(g
Gene2 30
=
Genez 31
(g
Gene2 32
(g
Gone
=
Gene2 34
(g
(g
Gene2 36
=
Genez 37
g
[ oniss

o
UTR_RBS2_3
UTR_RBS23

104
136

0/0/00/0:0:0:0:0/0:0/00:0/0/0/0!0/0/0/0/00!00/0!0:0000/0/00/0/0.0.0

B G

BIR_Librar




